
R-L21
This is the modal haplotype for the whole tree including any subtrees.
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This is the marker distribution for the whole tree including any subtrees.  The color indicates the relative frequency of the alleles.
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Total number
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Total number
of mutations
28588

Mutation
fraction
24.09%

Age estimate
(in generations)
137±14

Age estimate
(in years)
3422±484

--- R-DF13 ---
--- R-DF63 ---

f_212359 zzzUnk(Grant) R1b-P312>L21 [41-1410]
f_30747 Daly zzL21suspect [4466-T2]
f_17156 Bryan zzL21suspect [4466-T2-E]
f_46005 Bryan zzL21suspect [4466-T2-E]

f_227225 Bryan zzL21suspect [4466-T2-E]
f_N77654 Daly R1b-P312>L21 [4466-T2-E]

f_31143 Desmond R1b-P312>L21>DF13>CTS4466+ [4466-T2-E]
f_8814 Blancett R1b-P312>L21** [X13-1011]

f_29568 Blanchett R1b-P312>L21 [X13-1011]
f_37201 Berry R1b-P312>L21** [X13- uas]

f_167989 Farris R1b-P312>L21 [zzL21unassigned]
f_153505 McLerran R1b-P312>L21 [zzL21unassigned]

f_94428 Meadows R1b-P312>L21** [X13-1313]
f_14381 zzzUnk(Este) zzL21suspect [z102417]

f_112459 Thrift R1b-P312>L21>DF13 [zzDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-DF13
This is the modal haplotype for R-DF13.  The coloration is with respect to the modal haplotype of the full tree.

39
3

13

39
0

24

19

14

39
1

11

38
5a

11

38
5b

14

42
6

12

38
8

12

43
9

12

38
9i

13

39
2

13
38

9i
i-i

29

45
8

17

45
9a

9

45
9b

10

45
5

11

45
4

11

44
7

25

43
7

15

44
8

19

44
9

30

46
4a

15

46
4b

15

46
4c

17

46
4d

17

46
0

11

H
4

11

Y
C

A
 II

a

19

Y
C

A
 II

b

23

45
6

16

60
7

15

57
6

18

57
0

17

C
D

Y
a

36

C
D

Y
b

38

44
2

12

43
8

12

53
1

11

57
8

9

39
5S

1a

15

39
5S

1b

16

59
0

8

53
7

10

64
1

10

47
2

8

40
6S

1

10

51
1

10

42
5

12

41
3a

23

41
3b

23

55
7

16

59
4

10

43
6

12

49
0

12

53
4

15

45
0

8

44
4

12

48
1

22

52
0

20

44
6

13

61
7

12

56
8

11

48
7

13

57
2

11

64
0

11

49
2

12

56
5

12

71
0

35

48
5

15

63
2

9

49
5

16

54
0

12

71
4

25

71
6

26

71
7

19

50
5

12

55
6

11

54
9

13

58
9

12

52
2

11

49
4

9

53
3

13

63
6

12

57
5

10

63
8

11

46
2

11

45
2

30

44
5

12

A
10

13

46
3

24

44
1

13

1B
07

10

52
5

10

71
2

20

59
3

15

65
0

19

53
2

13

71
5

24

50
4

17

51
3

12

56
1

15

55
2

24

72
6

12

63
5

23

58
7

18

64
3

10

49
7

14

51
0

17

43
4

9

46
1

12

43
5

11

This is the marker distribution for R-DF13.  The color indicates the relative frequency of the alleles.
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Total number
of members
1692

Total number
of markers
113364

Total number
of mutations
27314

Mutation
fraction
24.09%

Age estimate
(in generations)
137±14

Age estimate
(in years)
3422±484

--- R-L1335 ---
f_167002 Southee zzL21suspect [253-1130]

f_151142 Maxwell R1b-P312>L21 [z4729]
f_129603 Watson R1b-P312>L21>DF13* [zzDF13unassigned]

--- R-L96 ---
f_48048 Law R1b-P312>L21 [z4381325]

f_214154 Stapleton R1b-P312>L21 [z4381325]
f_7817 Hollingsworth zzL21suspect [253-1716-11]

f_82745 Peed zzL21suspect [253-1716-11]
f_96063 Heavey R1b-P312>L21>DF13 [zzDF13unassigned]

f_145424 McCauley R1b-P312>L21 [z1130-A1]
f_206731 Codere R1b-P312>L21 [z1130-A1-A]

f_N41593 Cook R1b-P312>L21 [z1130-A1-A]
f_148326 zzzUnk(Ross) R1b-P312>L21>DF13** [z1130-A1-A]
f_155812 Ross R1b-P312>L21 [z1130-A1-A]

f_35874 James R1b-P312>L21>DF13 [z1014]
f_189779 Thomson R1b-P312>L21 [zzL21unassigned]

f_N3983 Allen R1b-P312>L21 [z42613-A]
f_175505 Allen zzL21suspect [z42613-A]

f_N24290 zzzUnknown R1b-P312>L21 [z42613-A]
f_147359 Matheson zzL21suspect [z9919-A]

f_27050 Crawford  R1b-P312>L21 [z9919-A4]
f_137368 Sparks R1b-P312>L21 [z9919-A4]

f_63531 Gibson R1b-P312>L21 [z9919-A4]
f_118065 Kendrick R1b-P312>L21>DF13 [z450611]

f_31522 Kenyon R1b-P312>L21 [z450611]
f_N72237 Powell R1b-P312>L21 [z450611]

f_144700 McPherson R1b-P312>L21>DF13 [z450611]
f_39621 Phillips zzL21suspect [z450611]

f_74553 Boyd R1b-P312>L21>DF13 [z5651115]
f_11854 Snoddy R1b-P312>L21 [z5651115]

f_17642 McLaren R1b-P312>L21>DF13 [zzDF13unassigned]
f_134883 zzzUnknown R1b-P312>L21>DF13 [zzDF13unassigned]

f_226146 MarchØ R1b-P312>L21>DF13 [z101710]
f_27979 Baugues R1b-P312>L21>DF13 [z109924]

f_9875 Daniel R1b-P312>L21>DF13 [z251523]
f_43525 Lewis R1b-P312>L21>DF13 [z251523]

f_141038 Williams R1b-P312>L21 [zzL21unassigned]
f_109174 Harrington R1b-P312>L21>DF13 [zzDF13unassigned]

f_75146 Warthen R1b-P312>L21>DF13 [zzDF13unassigned]
f_169548 Warthen R1b-P312>L21 [zzL21unassigned]

f_B2575 Means R1b-P312>L21>DF13 [zzDF13unassigned]
f_E13942 Robert(LefŁvre) R1b-P312>L21>DF13** [zzDF13unassigned]

f_47260 zzzUnknown R1b-P312>L21 [zzL21unassigned]
f_26059 Durall R1b-P312>L21>DF13 [zzDF13unassigned]

f_30933 Durall zzL21suspect [zzzzunassigned]
f_167501 Murphy R1b-P312>L21 [z3931219]

f_N12172 O’Connor R1b-P312>L21>DF13 [z3931219]
f_186657 Blair R1b-P312>L21>DF13>Z251+ [251-711]

f_136561 Dvorak R1b-P312>L21>DF13 [251-711]
f_255219 McDonald R1b-P312>L21 [251-711]

f_24273 zzzUnknown R1b-P312>L21>DF13 [251-711]
f_241823 zzzUnk(Herrell) R1b-P312>L21>DF13 [z992411]

f_249093 Morgan R1b-P312>L21>DF13 [z2217-A]

The vertical grey lines are separated 10 generations apart.



f_139021 Sivula R1b-P312>L21>DF13 [z2217-A]
f_208852 Forsythe R1b-P312>L21>DF13** [zzDF13unassigned]

f_235255 Smith R1b-P312>L21>DF13 [zzDF13unassigned]
f_87095 Dubose R1b-P312>L21 [zzL21unassigned]

f_147460 O’Mara R1b-P312>L21 [zzL21unassigned]
f_208276 MacKall R1b-P312>L21 [zzL21unassigned]

f_134383 Bradshaw zzL21suspect [z71025]
f_64339 Bratcher R1b-P312>L21 [z71025]

f_E13013 Wiegandt R1b-P312>L21 [zzL21unassigned]
f_185703 Pruett R1b-P312>L21>DF13 [z121111]

f_198135 Brunet R1b-P312>L21>DF13 [zzDF13unassigned]
f_67232 Dowell R1b-P312>L21 [z2528-D]

f_26082 Dowell R1b-P312>L21>DF13* [z2528-D]
f_143619 Willoughby R1b-P312>L21 [z2528-D]

f_36483 McDaniel R1b-P312>L21 [z2528-D]
f_111892 McDaniel R1b-P312>L21 [z2528-D]
f_114536 McDaniel R1b-P312>L21 [z2528-D]

f_N55401 Warren R1b-P312>L21>DF13 [z6171313]
f_N94900 Christiansen R1b-P312>L21>DF13 [zzDF13unassigned]

f_174323 Pye R1b-P312>L21>DF13 [253-2534-2185-1066-A]
f_84034 Hamon R1b-P312>L21>DF13 [zzDF13unassigned]

f_56732 Anderson R1b-P312>L21 [zzL21unassigned]
f_131334 Moreno R1b-P312>L21>DF13 [z1014-B]

f_170191 Bond R1b-P312>L21>DF13 [z4551015]
f_20860 Turner R1b-P312>L21>DF13 [z4551015]

f_263912 Turner zzL21suspect [z4551015]
f_191494 Mann R1b-P312>L21>DF13* [z5941114]

f_46135 Christy R1b-P312>L21 [z5651115]
f_124651 Makepeace R1b-P312>L21>DF13 [zzDF13unassigned]

f_169042 Barrus R1b-P312>L21>DF13 [4466-T2]
f_75606 Irwin R1b-P312>L21>DF13 [4466-T2]

f_188279 McDonald R1b-P312>L21 [4466-T2-D]
f_76402 McDonald zzL21suspect [4466-T2-D]

f_128856 McCarthy R1b-P312>L21>DF13>CTS4466+ [4466-T2-B]
f_86475 Caldwell zzL21suspect [4466-T2]
f_102313 Caldwell zzL21suspect [4466-T2]

f_270685 Moriarty zzL21suspect [4466-T2]
f_17857 Daly R1b-P312>L21 [4466-T2]

f_208185 Kirby R1b-P312>L21 [4466-T2]
f_36951 Warren R1b-P312>L21 [4466-T2]

f_257765 Echols zzL21suspect [4466-T2-C]
f_74069 Thompson zzL21suspect [4466-T2-C]

f_118168 Thompson zzL21suspect [4466-T2-C]
f_19204 Johnston zzL21suspect [4466-T2-C]
f_B2560 Murphy R1b-P312>L21>DF13>CTS4466+ [4466-T2-C]

f_88489 Heffernan R1b-P312>L21>DF13>CTS4466+ [4466-T2-C]
f_162452 Stewart R1b-P312>L21 [4466-T2-C]

f_21418 McRaney R1b-P312>L21>DF13>CTS4466+ [4466-T2-C]
f_259030 Kissane R1b-P312>L21 [4466-T2]

f_232067 Kissane zzL21suspect [4466-T2]
f_115485 Mahoney R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_36683 O’Riley zzL21suspect [4466-T2]
f_257151 Reilly R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_179146 Desmond zzL21suspect [4466-T2]
f_181672 zzzUnknown zzL21suspect [4466-T2]
f_N27645 Finn zzL21suspect [4466-T2]

f_163061 Davies R1b-P312>L21 [4466-T2]
f_194663 Davies R1b-P312>L21 [4466-T2]

f_N59178 Carroll R1b-P312>L21>DF13>CTS4466+ [4466-T2-D]
f_N31891 Coffey zzL21suspect [4466-T2-D]

f_79519 Coffey zzL21suspect [4466-T2-D]
f_161769 Glennon zzL21suspect [4466-T2-D]

f_N45540 zzzUnk(Peel) R1b-P312>L21>DF13>CTS4466+ [4466-T2-D]
f_128753 Griffin R1b-P312>L21 [4466-T2-D]

f_43423 Donoghue R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_101337 O’Connor zzL21suspect [4466-T2]
f_12283 McCarty zzL21suspect [4466-T2-S]
f_129782 Jones R1b-P312>L21>DF13 [4466-T2]

f_10505 Simmons R1b-P312>L21 [z5651115-A]
f_221476 Brennan R1b-P312>L21 [4466-T2]

f_210257 Matrois(Nakskov) R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_181167 Searls R1b-P312>L21>DF13 [4466-T2]

f_20429 Donahue zzL21suspect [4466-T2]
f_127820 zzzUnk(Joseph) R1b-P312>L21>DF13 [4466-T2]

f_128386 Donahue zzL21suspect [4466-T2]

The vertical grey lines are separated 10 generations apart.



f_12294 Donahue zzL21suspect [4466-T2-D]
f_173850 Roberts R1b-P312>L21 [4466-T2-D]

f_77749 Dargan R1b-P312>L21 [z5651110]
f_53716 Healy zzL21suspect [4466-T2-D]

f_202776 McCartney R1b-P312>L21>DF13 [4466-T2-D]
f_233152 McCartney zzL21suspect [4466-T2-D]

f_229526 Dunnagan R1b-P312>L21 [4466-T2]
f_5136 Hooper R1b-P312>L21 [4466-T2-D]

f_52203 Hayes zzL21suspect [4466-T2]
f_179164 Donahue zzL21suspect [4466-T2]

f_162289 O’Donoghue zzL21suspect [4466-T2]
f_32032 Donoho R1b-P312>L21>DF13>CTS4466+ [4466-T2]
f_11816 O’Donoghue zzL21suspect [4466-T2]

f_183411 O’Donoghue R1b-P312>L21 [4466-T2]
f_11211 O’Donoghue  R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_190013 Driscoll R1b-P312>L21 [4466-T2]
f_78859 Driscoll  R1b-P312>L21>DF13 [4466-T2]

f_207104 Thrasher zzL21suspect [4466-T2-F]
f_129821 Donahue zzL21suspect [4466-T2-D]

f_138742 Lindahl R1b-P312>L21 [4466-T2]
f_168193 Sullivan R1b-P312>L21 [4466-T2]
f_167276 Sullivan R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_137310 Sullivan zzL21suspect [4466-T2-S]
f_196206 Sullivan R1b-P312>L21 [4466-T2-S]

f_56835 McGill zzL21suspect [4466-T2-S]
f_122940 Sullivan zzL21suspect [4466-T2-S]

f_165139 O’Leary zzL21suspect [4466-T2-S]
f_167529 Sullivan zzL21suspect [4466-T2-S]
f_150777 Sullivan zzL21suspect [4466-T2-S]

f_187530 Teague R1b-P312>L21>DF13 [4466-T2-S]
f_80489 Sullivan zzL21suspect [4466-T2]

f_239517 Stovold R1b-P312>L21>DF13 [4466-T2-S]
f_8927 O’Shea(Cork) R1b-P312>L21>DF13>CTS4466+ [4466-T2]

f_56363 Delaney R1b-P312>L21 [z5651115]
f_117135 Reddin R1b-P312>L21>DF13 [4466-T2]

f_197428 zzzUnknown zzL21suspect [4466-T2]
f_196882 O’Sullivan R1b-P312>L21 [4466-T2-E]
f_42048 Erwin R1b-P312>L21 [z5651115]

--- R-L555 ---
f_5863 Johnston zzL21suspect [555-2410-A]
f_23026 Irvin zzL21suspect [555-2410-A]

f_137312 Irwin zzL21suspect [555-2410-A]
f_25200 Lewis R1b-P312>L21 [z141411]

f_16800 Phillips R1b-P312>L21 [z141411]
f_50263 Phillips R1b-P312>L21 [z141411]
f_N50310 Smith R1b-P312>L21>DF13 [z141411]
f_N55408 Smith R1b-P312>L21>DF13** [z141411]

f_174521 Simons R1b-P312>L21 [z5651115]
f_173880 Norris R1b-P312>L21>DF13* [zzDF13unassigned]

f_21869 Furry R1b-P312>L21 [z1515-Who]
f_19583 Livingstone R1b-P312>L21 [z1515-Who]

f_167995 McLay zzL21suspect [z1515-Who]
f_6599 Wilson R1b-P312>L21>DF13 [z1515-Who]

f_78183 Muir R1b-P312>L21 [z1515-Who]
f_N17785 McQuillan R1b-P312>L21 [z6171414]

f_N33209 Whidden R1b-P312>L21>DF13* [zzDF13unassigned]
f_22784 Eckersley R1b-P312>L21>DF13 [z3931214]

f_N40156 Green R1b-P312>L21>DF13 [z3931214]
f_166617 Wiegand R1b-P312>L21>DF13* [zzDF13unassigned]

f_29523 McNaught(McKnight) R1b-P312>L21>DF13>Z251+ [251-9911]
f_46636 Lewis R1b-P312>L21 [z450999]

f_207655 Lewis zzL21suspect [z450999]
f_20282 Lewis zzL21suspect [z450999]
f_68209 Lewis zzL21suspect [z450999]

f_75572 Morgan R1b-P312>L21 [z450999]
f_179787 Lewis zzL21suspect [z450999]

f_241871 Howell R1b-P312>L21 [49-?-1110]
f_176932 Gilbert zzL21suspect [z1812]

f_253986 Hautaaho(Kauhava) R1b-P312>L21>DF13 [z11924]
f_176545 Jukonen(Johannes) R1b-P312>L21 [z11924]

f_248822 O’Dochartaigh R1b-P312>L21>DF13 [z11924]
f_143546 McAlister zzL21suspect [z141414]
f_194063 McCollister zzL21suspect [z141414]
f_197914 Mitchell zzL21suspect [z141414]

f_N107254 McNeill R1b-P312>L21 [z141414]

The vertical grey lines are separated 10 generations apart.



f_227117 McNeiladge R1b-P312>L21>DF13* [zzDF13unassigned]
f_151577 Kabo R1b-P312>L21 [z3881111-A]

f_99631 Prager R1b-P312>L21 [z3881111-A]
f_193834 Yurzditsky R1b-P312>L21>DF13 [z3881111-A]

f_196158 Rickwood R1b-P312>L21>DF13 [zzDF13unassigned]
f_232910 Kendall R1b-P312>L21 [z4361313]
f_113909 Kendall R1b-P312>L21 [z4361313]

f_209121 Kendall R1b-P312>L21 [z4361313]
f_130084 Kendall R1b-P312>L21>DF13 [z4361313]

f_127795 Byrne R1b-P312>L21 [z9919-A]
f_96442 Byrne R1b-P312>L21 [z9919-A]

f_127245 Farris zzL21suspect [z3931414]
f_159824 Lunney R1b-P312>L21 [z6171314]

f_159823 Lunney R1b-P312>L21 [z6171314]
f_114938 Nugent R1b-P312>L21 [z6171314]

f_191733 Loveland R1b-P312>L21 [z437149]
f_188927 Hammond R1b-P312>L21>DF13 [z9919-A3]

f_10350 Gott R1b-P312>L21>DF13 [z9919-A8]
f_117832 Nason R1b-P312>L21 [z9919-A8]

f_191679 Britton R1b-P312>L21>DF13 [z9919-A]
f_202834 Collier zzL21suspect [z9919-A5]

f_2224 McCeney R1b-P312>L21>DF13 [z9919-A5]
f_139919 Wyne zzL21suspect [z9919-A5]

f_N70802 Roland R1b-P312>L21 [z9919-A5]
f_7364 Whitaker R1b-P312>L21 [z9919-A5]

f_167191 Watrous R1b-P312>L21 [z9919-A5]
f_72472 Brown R1b-P312>L21 [z9919-A2]

f_N91054 Brown R1b-P312>L21 [z9919-A2]
f_251620 zzzUnk(Roberts) zzL21suspect [z9919-A2]

f_179426 Davis R1b-P312>L21>DF13 [z9919-A2]
f_N76898 Olson R1b-P312>L21>DF13 [z9919-A2]

f_136490 Costa R1b-P312>L21>DF13 [z9919-A-SP]
f_11143 Chandler R1b-P312>L21>DF13 [z9919-A]

f_145431 Kingston zzL21suspect [z9919-A]
f_126580 Adams zzL21suspect [z9919-A1]

f_N17614 Calder zzL21suspect [z9919-A1]
f_132383 McDonald zzL21suspect [z9919-A1]

f_217509 McDonald zzL21suspect [z9919-A1]
f_158886 McAlpin zzL21suspect [z9919-A1]
f_13113 MacKeen zzL21suspect [z9919-A1]
f_12704 McCain R1b-P312>L21 [z9919-A1]

f_91757 McCain R1b-P312>L21 [z9919-A1]
f_226200 McCain zzL21suspect [z9919-A1]

f_212831 McCain zzL21suspect [z9919-A1]
f_33621 McCain zzL21suspect [z9919-A1]
f_12096 Mckain R1b-P312>L21 [z9919-A1]

f_14470 McKane zzL21suspect [z9919-A1]
f_191373 McLinn zzL21suspect [z9919-A1]

f_112051 Hendry zzL21suspect [z9919-A1]
f_61709 Henry R1b-P312>L21>DF13 [z9919-A1]
f_87330 Overton R1b-P312>L21 [z9919-A1]

f_51149 Henry zzL21suspect [z9919-A1]
f_42273 Henry zzL21suspect [z9919-A1]

f_33991 Henry zzL21suspect [z9919-A1]
f_50294 Henry zzL21suspect [z9919-A1]

f_32108 Henry zzL21suspect [z9919-A1]
f_16114 MacLea R1b-P312>L21>DF13 [z9919-A1]

f_12823 MacDonald zzL21suspect [z9919-A1]
f_23073 Duncan zzL21suspect [z9919-A1]
f_75982 Monach R1b-P312>L21 [z9919-A1]

f_132018 Vaughan zzL21suspect [z992614-A]
f_218064 Edgcombe R1b-P312>L21 [z992614-E]

f_219514 Edgcombe R1b-P312>L21 [z992614-E]
f_186947 Edgcombe R1b-P312>L21>DF13* [z992614-E]
f_192364 Edgecomb zzL21suspect [z992614-E]

f_106895 Edgecombe R1b-P312>L21 [z992614-E]
f_186676 Edgecomb R1b-P312>L21 [z992614-E]

--- R-Z255 ---
f_242973 De Gledstanes R1b-P312>L21 [z1210]
f_200125 Maxwell R1b-P312>L21>DF13 [z1210]

f_123971 White R1b-P312>L21 [z1210]
f_3204 Maxwell R1b-P312>L21 [z1210]

f_131808 Eriksson(Lappfjärd) R1b-P312>L21>DF13 [zzDF13unassigned]
f_74000 Jones R1b-P312>L21 [zzL21unassigned]

f_174552 Gram(Buntje-Ballum) R1b-P312>L21>DF13 [zzDF13unassigned]

The vertical grey lines are separated 10 generations apart.



f_N89459 Cameron R1b-P312>L21 [z1014-C]
f_135489 Cameron R1b-P312>L21>DF13 [z1014-C]

f_224813 Matthews R1b-P312>L21>DF13 [z1014-C]
f_H1035 McPhee R1b-P312>L21 [z1014-C]

f_173877 Collins R1b-P312>L21>DF13 [zzDF13unassigned]
--- R-Z253 ---

--- R-DF41 ---
f_187172 Lewis R1b-P312>L21>DF13* [zzDF13unassigned]

--- R-L371 ---
--- R-L513 ---

f_33102 Bracewell R1b-P312>L21>DF13>L144.1+ [144-1010]
f_55018 Brazile R1b-P312>L21>DF13>L144.1+ [144-1010]

f_151925 Brazzil R1b-P312>L21>DF13>L144.1+ [144-1010]
f_25095 Clark R1b-P312>L21>DF13>L144.1+ [144-1010]

f_126057 Bracewell R1b-P312>L21>DF13>L144.1+ [144-1010]
f_55192 Whalen R1b-P312>L21>DF13>L144.1+ [144-1010]

f_83115 Whelan R1b-P312>L21>DF13>L144.1+ [144-1010]
f_45460 Dorris zzL21suspect [144-1010]

f_57993 Prosser R1b-P312>L21>DF13>L144.1+ [144-1010]
f_N82444 Case R1b-P312>L21>DF13 [zzDF13unassigned]

f_N90495 Passmore R1b-P312>L21 [X1363-219]
f_66373 Barrett zzL21suspect [z5651112]

f_245670 Porteous R1b-P312>L21>DF13 [z9919-B]
f_N8772 Porter R1b-P312>L21>DF13 [z9919-B]

f_221421 Riddle zzL21suspect [z9919-B]
--- R-DF21 ---

--- R-DF49 ---

The vertical grey lines are separated 10 generations apart.



R-DF49
This is the modal haplotype for R-DF49.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF49.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

Age Analysis
Total number
of members
343

Total number
of markers
22981

Total number
of mutations
3385

Mutation
fraction
14.73%

Age estimate
(in generations)
79±8

Age estimate
(in years)
1987±281

--- R-DF23 ---
f_181809 Parry R1b-P312>L21>DF13>DF49* [49*- uas]

f_B3231 Allison R1b-P312>L21>DF13>DF49* [49*-2526-A]
f_129036 Harrison R1b-P312>L21>DF13>DF49* [49*-2526-B]

f_33932 Hopkins R1b-P312>L21>DF13>DF49* [49*-2526-B]
f_31795 Hopkins R1b-P312>L21>DF13>DF49* [49*-2526-B]

f_138312 Gough R1b-P312>L21 [49*-1017]
f_117897 Stedman R1b-P312>L21>DF13>DF49* [49*-1017]

f_N62075 Henley R1b-P312>L21 [zzL21unassigned]
f_238371 Lewis zzL21suspect [z101125]

f_N28819 Teulings R1b-P312>L21 [zzL21unassigned]
f_230120 Pettit R1b-P312>L21>DF13>DF49* [49*-1122]

f_207060 Shepherd R1b-P312>L21>DF13 [zzDF13unassigned]
f_117117 Holladay R1b-P312>L21>DF13>DF49* [49*-1014]

f_205772 Mathews zzL21suspect [z143011]
f_N83314 Cain R1b-P312>L21>DF13 [z992410]

f_201524 Cain zzL21suspect [z992410]

The vertical grey lines are separated 10 generations apart.



R-DF23
This is the modal haplotype for R-DF23.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF23.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

Age Analysis
Total number
of members
327

Total number
of markers
21909

Total number
of mutations
2957

Mutation
fraction
13.50%

Age estimate
(in generations)
72±7

Age estimate
(in years)
1809±256

--- R-Z2961 ---
f_239359 Davis zzL21suspect [49-23*-15-WSW]

f_19920 Stephens R1b-P312>L21>DF13>DF49>DF23 [49-23*-15-WSW]
f_177202 Ricks R1b-P312>L21>DF13>DF49>DF23* [49-23*-55715]

f_118605 Morris R1b-P312>L21 [z1499]
f_76793 Morris zzL21suspect [z1499]

f_E14775 zzzUnknown R1b-P312>L21>DF13 [zzDF13unassigned]
f_41311 Eaton R1b-P312>L21>DF13>DF49>DF23 [49-23*-1922-A]

f_99593 Taylor zzL21suspect [49-23*-1922-A]
f_137235 Caldwell R1b-P312>L21>DF13>DF49>DF23* [49-23*-1922-C]

f_79710 Carll R1b-P312>L21>DF13>DF49>DF23* [49-23*-1922-C]
f_116686 Davis R1b-P312>L21 [49-23*-44413]

The vertical grey lines are separated 10 generations apart.



R-Z2961
This is the modal haplotype for R-Z2961.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2961.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

Age Analysis
Total number
of members
316

Total number
of markers
21172

Total number
of mutations
2695

Mutation
fraction
12.73%

Age estimate
(in generations)
68±7

Age estimate
(in years)
1699±241

f_122016 Honeycutt zzL21suspect [49- uas]
f_203844 Lewis R1b-P312>L21 [49- uas]

f_101669 Steele R1b-P312>L21>DF13 [49- uas]
f_37495 Rogers R1b-P312>L21 [49-?-2513]

f_178560 Davis R1b-P312>L21 [49-23*-1640-B]
f_B2944 Thomas R1b-P312>L21>DF13 [zzDF13unassigned]

f_N108400 Joyce R1b-P312>L21>DF13>DF49>DF23 [49-23*-1640-B]
f_63595 Anglin R1b-P312>L21>DF13>DF49>DF23 [49-23*- uas]

f_67089 Anglin zzL21suspect [49-23*- uas]
f_50620 Anglin zzL21suspect [49-23*- uas]

f_226516 Anglin zzL21suspect [49-23*- uas]
f_15640 Cochran zzL21suspect [z142021]

f_90660 Johnston R1b-P312>L21 [49-23*-1922-J]
f_219125 Johnston zzL21suspect [49-23*-1922-J]

f_213191 Lewis zzL21suspect [49-23*-1922-J]
f_209861 Johnston zzL21suspect [49-23*-1922-J]

f_227402 Gilbert R1b-P312>L21>DF13 [zzDF13unassigned]
f_78065 Lamphier R1b-P312>L21>DF13>DF49>DF23 [49-23*- uas]

f_N54996 Bennett R1b-P312>L21 [49-23*-152123]
f_147788 Reis zzL21suspect [49-23*-152123]

f_107869 Kelly(Ui Maine) R1b-P312>L21>DF13>DF49>DF23 [49-2329-11-HyM]
f_100219 Kelly(Ui Maine) R1b-P312>L21>DF13>DF49>DF23>Z2961* [49-2329-11-HyM]

f_84928 O’Kelly(Ui Maine) zzL21suspect [49-2329-11-HyM]
f_159039 Trainor R1b-P312>L21>DF13>DF49>DF23>Z2961* [49-2329-11-HyM]

f_80149 Kenney zzL21suspect [49-2329222- uas]
--- R-M222 ---

The vertical grey lines are separated 10 generations apart.



R-M222
This is the modal haplotype for R-M222.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-M222.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4
-5

Age Analysis
Total number
of members
291

Total number
of markers
19497

Total number
of mutations
2135

Mutation
fraction
10.95%

Age estimate
(in generations)
58±6

Age estimate
(in years)
1448±205

f_40311 Noble R1b-P312>L21 [49- uas]
f_188933 Quinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_128226 Queen zzL21suspect [49-2329222- uas]
f_N54323 Quinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-53711]

f_207532 Concannon zzL21suspect [49-2329222- uas]
f_252843 McDonnel R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_115365 Gwinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]
f_220720 Gwinn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]

f_N18064 Moore R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]
f_58485 McHargue R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_97573 McHargue R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N96006 Mitchell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_239289 Dunihoo zzL21suspect [49-2329222-14-B]

f_232911 Stevenson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_42029 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N96304 Wilson zzL21suspect [49-2329222- uas]
f_78346 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123]

f_21645 Laws R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]
f_14745 Mitchell zzL21suspect [49-2329222-55717]

f_142567 Downie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717-A]
f_189014 Downie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717-A]

f_201623 Callahan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_27550 Clarkson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-39215]

f_99750 Patterson zzL21suspect [49-2329222-39215]
f_62620 Strawn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_167335 zzzUnknown R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_247986 Bennett zzL21suspect [49-2329222- uas]
f_229234 Liss R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_111909 Burns zzL21suspect [49-2329222- uas]
f_52793 O’Brien R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_125067 O’Reilly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_192419 Riley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N8271 O’Reilly zzL21suspect [49-2329222- uas]
f_195663 Spencer R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_565 Moody R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_159973 O’Kelly zzL21suspect [49-2329222- uas]
f_248607 Curran R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_69628 Kelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-2124]
f_132906 McLain  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123]

f_160741 Hart R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_15281 Wheeler R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_239642 Cotisgan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_177480 McGovern R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_102737 Towne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_73633 Daugherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-39215]
f_143796 Donnelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_N55271 Bryant R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_N2231 Dunn R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_106001 Kimble zzL21suspect [49-2329222-44927]
f_263423 Swords R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_49625 Egan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]
f_106891 Egan zzL21suspect [49-2329222-44927]

f_127470 Knowles R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]
f_201315 Murphy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44927]

f_50389 Brune R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N50602 Evans R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_40281 Taylor R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

The vertical grey lines are separated 10 generations apart.



f_251999 Watson zzL21suspect [49-2329222-48714-B]
f_2008 Degnan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_88905 Degnen R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N32460 Coyne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_83687 Tucker R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_66028 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_231781 Doherty zzL21suspect [49-2329222-11]

f_124058 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_105459 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_251441 Devitt R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922-A]
f_85077 McManigell zzL21suspect [49-2329222-1922]

f_42592 McGonigal R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922-A]
f_123930 McMoneagle R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_31706 Doherty zzL21suspect [49-2329222-1922-A]
f_193665 Daugherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922-A]
f_225566 Daugherty zzL21suspect [49-2329222-1922-A]

f_44205 Whitehead R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_102002 Greer R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_862 Tucker R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_173150 Grierson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_7874 Grierson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_117158 Grierson zzL21suspect [49-2329222-46013]
f_N62054 Milligan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_191000 Milliken zzL21suspect [49-2329222-46013]
f_135550 Milligan  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_189102 Milliken zzL21suspect [49-2329222- uas]
f_12068 Milligan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_121588 Duffy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_118313 Glass R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

f_252174 McKechnie zzL21suspect [49-2329222-1915]
f_N55831 Desertspring  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-14]

f_19590 Donahue R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-14]
f_164014 Donoghue zzL21suspect [49-2329222-14]
f_205699 Reid R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]

f_N90904 Bell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_12701 Ferguson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_30896 McCord R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_89028 Cowan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-11]

f_229652 Williams R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_219538 Kinney zzL21suspect [49-2329222- uas]

f_N6181 McElhinney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_56323 McConnell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_206723 Houston zzL21suspect [49-2329222-56812]
f_154748 McMurry zzL21suspect [49-2329222-56812]

f_N58979 Burnet R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_24073 zzzUnk(Stroup/Doherty) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_263680 McNeil zzL21suspect [49-2329222-55717]
f_185423 Taylor zzL21suspect [49-2329222-1922]
f_99592 Harron R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_221981 Millgan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_10045 Milligan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_23702 Milliken R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_N6563 zzzUnk(Damman) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724-A]
f_226129 Butler R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_66076 Dunbar zzL21suspect [49-2329222-2124]
f_167346 Graham R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_116849 Ross R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_256055 Davis R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_51536 Gormley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_198682 McNally R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]

f_220391 Ferguson zzL21suspect [49-2329222- uas]
f_74163 Monnelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-45512]

f_203361 Carroll R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_159728 Taylor zzL21suspect [49-2329222- uas]
f_174444 McKown R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_173398 McConchie zzL21suspect [49-2329222-2124]
f_194537 Shazell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-2124]

f_94434 Jordan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_26794 McKenzie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_236057 McConaughey R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1112]
f_205297 McConnaughhay R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1112]

f_91925 Brennan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_199859 Crellin R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_194229 Law zzL21suspect [49-2329222- uas]
f_52364 McNabb R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

The vertical grey lines are separated 10 generations apart.



f_97691 Morrison zzL21suspect [49-2329222- uas]
f_208308 Kennedy zzL21suspect [49-2329222- uas]

f_8999 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]
f_34509 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]

f_217635 McGrory zzL21suspect [49-2329222-1915]
f_152800 Brooks R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]

f_30771 Burns R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_549 Dooley zzL21suspect [49-2329222- uas]

f_160447 Campbell zzL21suspect [49-2329222-1922]
f_56834 Campbell zzL21suspect [49-2329222-1922]

f_N99804 Dolan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N98557 Dolan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_185023 zzzUnknown zzL21suspect [49-2329222-55717]
f_179029 MacLean  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_58120 De Wolfe R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]
f_214610 Haggertie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]

f_41984 McCord R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N86819 Keilty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]

f_15226 Blayney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]
f_174629 Matheson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-11]

f_59180 McCrory R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]
f_53361 McCrory R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1421- uas]

f_53362 McCrory zzL21suspect [49-2329222-1421- uas]
f_22768 Webb R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_146737 Lafferty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1013]
f_128348 McWilliams R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_16433 zzzUnk(Adams) R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-14-A]
f_N65918 McKinley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_47050 Murray R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_62363 Carroll R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-11]

f_267031 Conley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_65310 Devenney R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_69577 Cain R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_126399 Kane R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_58811 Kane R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_118913 Paterson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

f_27077 McHenry R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_209992 McHenry zzL21suspect [49-2329222-1717]

f_14276 McHenry R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-53711]
f_158669 Byrne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_14553 McGee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

f_158783 McGraw R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]
f_36545 O’Brien R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714]

f_27202 Cunniff R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_228786 Mullin R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-55717]

f_N14949 Lominac R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_56598 Dunbar R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1111]

f_145320 Byrne R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_195598 Megerian R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_29142 Doherty R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922-A]
f_N89906 Dougherty zzL21suspect [49-2329222-1922-A]

f_18212 Dougherty zzL21suspect [49-2329222-1922-A]
f_47582 Leonard R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_187291 McCourt R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_234486 Lindsey R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_210209 Wham R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_62770 McAmis R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_21588 McGinnis R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_177534 Neal zzL21suspect [49-2329222-44724]
f_165907 McAdam R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_197837 MacCaddams zzL21suspect [49-2329222-46013]
f_35899 McGonagill R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_17624 Megonnigil R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_48772 McGonigal zzL21suspect [49-2329222-1915]
f_150667 McGonigal zzL21suspect [49-2329222-1915]

f_63538 McGonagill zzL21suspect [49-2329222-1915]
f_150419 McGonigle R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_37813 McGonigal R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]

f_156533 McGunnegle R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_N58587 Butler zzL21suspect [49-2329222- uas]

f_N104491 McCollum R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_249937 zzzUnknown zzL21suspect [49-2329222- uas]

f_227877 Byrnes R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>PF1169+ [49-2329222-48714-A]
f_16646 Conroy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222>PF1169+ [49-2329222-48714-A]

f_3933 Dalton R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714-A]

The vertical grey lines are separated 10 generations apart.



f_29552 Dalton R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48714-A]
f_N7406 Donaldson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_243713 Quinn zzL21suspect [49-2329222- uas]
f_83591 Hood R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_105021 Duff  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-44724]
f_96185 Hannan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]

f_246887 Alexander R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1717]
f_208158 McGonigal R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_254059 Lowry zzL21suspect [49-2329222-99]
f_92741 Ransom R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_192014 McNeely R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_57988 McNeely R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_20957 Lowery zzL21suspect [49-2329222-46013]
f_N1970 Thompson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_205156 McClain zzL21suspect [49-2329222-39215]
f_167188 Devlin zzL21suspect [49-2329222- uas]

f_37094 Harrison R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_227811 MacLennan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_N112505 Hoy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_198653 MacLaren zzL21suspect [49-2329222- uas]

f_6897 Slavens R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N112356 Farrell R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_181933 Lally  R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_164044 zzzUnknown R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_248006 zzzUnk(Bennett) zzL21suspect [49- uas]
f_12969 Elder R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-99]
f_135410 Alexander R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_206153 McFarlane zzL21suspect [49-2329222- uas]
f_123129 Bartley R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-46013]

f_30369 McGovern zzL21suspect [49-2329222- uas]
f_32498 Doherty zzL21suspect [49-2329222- uas]

f_80603 Carey R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_N76193 Larkin R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_246349 Morrow R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_54497 MacDonald R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_36712 O’Shaughnessy R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_152023 Connolly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]

f_250487 Gray R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_36615 Blaney zzL21suspect [49-2329222- uas]

f_B3060 Early R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_110945 Robertson zzL21suspect [49-2329222- uas]

f_197413 McCann zzL21suspect [49-2329222-45510]
f_202608 Ferguson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_35946 Golden R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_37683 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A]
f_215509 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A1]
f_200136 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A1]

f_26605 Ewing R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915-A1]
f_200084 Kearon zzL21suspect [49-2329222-5119]

f_N89746 De Highden R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_57411 Fournier R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_38423 McGill R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1922]
f_N17461 Ryall R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_41031 Doherty zzL21suspect [49-2329222-1922-A]
f_N9586 McKeever zzL21suspect [49-2329222-11]

f_119156 Welch R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-1915]
f_N5613 Galyean R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-53711]
f_97959 Galyean zzL21suspect [49-2329222-53711]
f_88644 MacAdam R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_65678 MacAdam zzL21suspect [49-2329222- uas]
f_180243 MacAdam zzL21suspect [49-2329222- uas]

f_N49044 MacAdam zzL21suspect [49-2329222- uas]
f_119699 MacAdam zzL21suspect [49-2329222- uas]

f_88646 MacAdam zzL21suspect [49-2329222- uas]
f_235771 McBride R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_4391 Garrah R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_91704 Kelly R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_209408 Patterson zzL21suspect [49-2329222- uas]
f_207248 Patterson zzL21suspect [49-2329222- uas]
f_23059 Patterson zzL21suspect [49-2329222- uas]

f_116811 Patterson zzL21suspect [49-2329222- uas]
f_229822 Wilson R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]

f_31240 Duncan zzL21suspect [49-2329222- uas]
f_242649 Duncan zzL21suspect [49-2329222- uas]

f_17484 Duncan R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123-A]

The vertical grey lines are separated 10 generations apart.



f_161531 McCombs R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123-A]
f_175526 McCombs R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123-A]
f_200080 McGee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123-A]

f_171920 McGee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123-A]
f_127187 McKee R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222-48123-A]
f_236950 McKee zzL21suspect [49-2329222-48123-A]

f_N64222 McKie R1b-P312>L21>DF13>DF49>DF23>Z2961>M222 [49-2329222- uas]
f_151780 McGee zzL21suspect [49-2329222-48123]

f_88883 McKee zzL21suspect [49-2329222-1922]

The vertical grey lines are separated 10 generations apart.



R-L513
This is the modal haplotype for R-L513.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L513.  The color indicates the relative frequency of the alleles.
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Age Analysis
Total number
of members
255

Total number
of markers
17085

Total number
of mutations
3597

Mutation
fraction
21.05%

Age estimate
(in generations)
118±12

Age estimate
(in years)
2940±417

f_212194 Gray zzL21suspect [513- uas]
f_65165 Wright zzL21suspect [513- uas]

f_68119 Kingston R1b-P312>L21>DF13>L513 [513-K]
f_186680 Kingston zzL21suspect [513-K]

f_N91340 Kingston zzL21suspect [513-K]
f_219122 Kingston zzL21suspect [513-K]

f_106714 Kingston zzL21suspect [513-K]
f_188436 Noe R1b-P312>L21>DF13>L513 [513-K1]

f_209781 Callahan R1b-P312>L21>DF13>L513* [513-K1-A]
f_21834 White R1b-P312>L21>DF13>L513* [513-K1-A]

f_82080 Center R1b-P312>L21 [513-D]
f_152967 Woods R1b-P312>L21 [513-D]

f_235327 Woods zzL21suspect [513-D]
f_154053 Woods R1b-P312>L21 [513-D]

f_259381 Drake(Woods) zzL21suspect [513-D]
f_65521 Robertson R1b-P312>L21>DF13>L513* [513-D]

f_185560 Howard zzL21suspect [513- uas]
f_187704 Johnson zzL21suspect [513- uas]

f_115901 Brown R1b-P312>L21 [513-B1]
f_16793 Kelly(Kintyre) R1b-P312>L21>DF13>L513 [513-B1]

f_113882 Müller R1b-P312>L21>DF13>L513 [513- uas]
f_251996 McLoughlin zzL21suspect [513- uas]

f_197401 Carey R1b-P312>L21>DF13>L513 [513-D1]
f_83015 McConnell R1b-P312>L21>DF13>L513** [513-D1]

f_50994 MacPherson R1b-P312>L21>DF13>L513 [513-D1]
f_234966 MacPherson zzL21suspect [513-D1]

f_43722 Connell R1b-P312>L21>DF13>L513* [513-B]
--- R-L706 ---

--- R-L193 ---
f_132807 McKenzie(Ross&C) zzL21suspect [513-A1-193-C]

f_229675 Elliott zzL21suspect [513-A1-193-E]
f_172173 Neves R1b-P312>L21>DF13 [z2515-A]

f_163590 Irvine zzL21suspect [513-A1-193-I]
f_139625 Powers zzL21suspect [513- uas]

f_29631 Phillips(VA) zzL21suspect [513-W]
f_56277 Winter R1b-P312>L21>DF13>L513 [513-W]

f_N11793 Ash R1b-P312>L21>DF13>L513 [513-C1]
f_143683 Gittens R1b-P312>L21>DF13>L513 [513-C1]
f_52869 Hayes(Wexford) zzL21suspect [513-C2]

f_37828 McNeil R1b-P312>L21 [513-C2-R]
f_124222 Rose zzL21suspect [513-C2-R]
f_32119 Rose R1b-P312>L21>DF13>L513 [513-C2-R]

f_182444 Ross R1b-P312>L21 [513-C2-R]
f_213646 zzzUnk(Ross) zzL21suspect [513-C2-R]

f_216067 Ross R1b-P312>L21 [513-C2-R]
f_77904 Ross R1b-P312>L21>DF13>L513 [513-C2-R]

f_191119 Ross zzL21suspect [513-C2-R]
f_259690 Ross zzL21suspect [513-C2-R]

f_41206 Massey R1b-P312>L21>DF13>L513 [513-C2-M]
f_N28178 Hayes(Scotland) R1b-P312>L21>DF13>L513 [513-H]

f_95100 Hayes(Scotland) zzL21suspect [513-H]
f_168705 Hayes(Scotland) zzL21suspect [513-H]

f_132342 Pillsbury R1b-P312>L21>DF13>L513 [513-H]
f_41466 Kelly(Kildare) R1b-P312>L21>DF13>L513* [513-A3-K]

f_216154 Jolley R1b-P312>L21>DF13>L513 [513-C]
f_204537 Coleman R1b-P312>L21>DF13>L513 [513-C]

The vertical grey lines are separated 10 generations apart.



f_95913 Coleman R1b-P312>L21>DF13>L513 [513-C]
f_102508 Pitt zzL21suspect [513-C]

f_N57202 Healey R1b-P312>L21>DF13>L513 [513-N]
f_49541 McCarthy R1b-P312>L21>DF13>L513 [513-O]

f_90496 McDonald R1b-P312>L21 [513-O1]
f_230107 Nicolson(Highland) R1b-P312>L21>DF13>L513 [513-O1]

f_34730 O’Shea(Kerry) R1b-P312>L21 [513-O1]
f_83190 O’Shea(Kerry) R1b-P312>L21 [513-O1-A]

f_175552 Moody zzL21suspect [513-O1-A]
f_15527 O’Shea(Kerry) zzL21suspect [513-O1-A]

f_177781 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_111318 O’Shea(Kerry) R1b-P312>L21>DF13>L513 [513-O1-A]
f_82020 O’Shea(Kerry) zzL21suspect [513-O1-A]
f_145838 O’Shea(Kerry) zzL21suspect [513-O1-A]

f_37384 Shay(Kerry) zzL21suspect [513-O1-A]
f_89883 O’Shea(Kerry) zzL21suspect [513-O1-A]

f_233289 Cope R1b-P312>L21>DF13>L513 [513-O]
f_182977 Fagan zzL21suspect [513-O]

f_211516 Connor R1b-P312>L21>DF13>L513 [513-O2]
f_228772 Reid R1b-P312>L21>DF13>L513** [513- uas]

f_50462 Anglin R1b-P312>L21 [513-D2]
f_219818 Anglin zzL21suspect [513-D2]

f_233944 Maloney R1b-P312>L21>DF13>L513 [513-D2]
f_240001 Nichols zzL21suspect [513-D2]

f_251976 Breen R1b-P312>L21 [513-D2]
f_53579 zzzUnknown R1b-P312>L21>DF13 [513-D2]

f_4479 Devine R1b-P312>L21>DF13>L513* [513-D2]
f_76587 Diven zzL21suspect [513-D2]

f_N112468 Diver R1b-P312>L21>DF13>L513 [513-D2]
f_149789 Guthrie zzL21suspect [513-D2]

f_171137 Murray R1b-P312>L21>DF13>L513 [513-D2]
f_234631 Matthews R1b-P312>L21>DF13>L513 [513-D2]

f_51487 Guthrie zzL21suspect [513-D2]
f_62514 Guthrie zzL21suspect [513-D2]

f_156204 Guthrie zzL21suspect [513-D2]
f_33800 Guthrie zzL21suspect [513-D2]

f_40171 Kelley(Cork) R1b-P312>L21 [513-D2]
f_N1946 Gamble R1b-P312>L21>DF13>L513 [513-G]
f_92605 Gamel R1b-P312>L21>DF13>L513 [513-G]

f_52762 Tiernan R1b-P312>L21>DF13>L513 [513-G]
f_37986 Cameron(A) R1b-P312>L21>DF13>L513 [513-E]
f_227911 McKenzie zzL21suspect [513-E]

f_102531 McKenzie(Kintail) zzL21suspect [513-E]
f_215816 Williams R1b-P312>L21>DF13>L513 [513-E]

f_26817 McKenzie(Kintail) R1b-P312>L21>DF13>L513 [513-E]
f_150594 McKenzie(Kintail) R1b-P312>L21>DF13>L513* [513-E]
f_35761 MacKenzie(Kintail) R1b-P312>L21>DF13>L513 [513-E]
f_105215 MacKenzie(Kintail) zzL21suspect [513-E]

f_210379 Roberts R1b-P312>L21>DF13>L513* [513- uas]
f_228009 Kane R1b-P312>L21>DF13>L513** [513- uas]
f_38105 Vance(Ulster) R1b-P312>L21>DF13>L513 [513-V]

f_72197 Vance(Ulster) R1b-P312>L21>DF13>L513* [513-V]
f_53712 Whalen R1b-P312>L21>DF13>L513 [513-V]

f_56954 Vance(Ulster) R1b-P312>L21>DF13>L513* [513-V]
f_U2464 Berney R1b-P312>L21>DF13>L513 [513-B3]

f_N28898 Grogan zzL21suspect [513-B3]
f_178277 Smith(Eng) R1b-P312>L21>DF13>L513 [513-S]

f_23361 Gregory R1b-P312>L21 [z6171315]
f_167883 Lewis R1b-P312>L21 [z6171315]

f_85607 Meares R1b-P312>L21 [zzL21unassigned]
f_N98521 Desmond R1b-P312>L21>DF13 [zzDF13unassigned]
f_125313 Wilson R1b-P312>L21>DF13>L513 [513-FA]

f_117944 Wilson R1b-P312>L21>DF13>L513* [513-FA]
f_100715 Bowen R1b-P312>L21 [z1130-A-2]

f_27652 Dyess zzL21suspect [z1130-A-2]
f_N10900 Pierce R1b-P312>L21 [z1130-A-2]

f_79421 Richards R1b-P312>L21>DF13 [z1130-A-2]
f_147162 Sims R1b-P312>L21 [z1130-A-2]
f_248752 Maynard R1b-P312>L21 [zzL21unassigned]

f_65932 Wigand R1b-P312>L21>DF13 [zzDF13unassigned]
f_14503 Belsher R1b-P312>L21 [513-A2]

f_82330 Garvey R1b-P312>L21>DF13>L513>L69.5 [513-A2]
f_120396 McCormick R1b-P312>L21 [513-A2]

f_115223 Gurry R1b-P312>L21>DF13>L513>L69.5* [513-A2]
f_N81720 Adams R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

The vertical grey lines are separated 10 generations apart.



f_254702 Murphy R1b-P312>L21>DF13>L513>L69.5 [513-A2-M]
f_197737 Corrigan R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_257671 McManus zzL21suspect [513-A2-M]

f_38430 Fox R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_N2051 McGuire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_N88205 Maguire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_N109246 McGuire R1b-P312>L21>DF13>L513 [513-A2-M]

f_226869 McGuire R1b-P312>L21>DF13>L513>L69.5 [513-A2-M]
f_85181 McGuire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_215134 zzzUnk(McGuire) zzL21suspect [513-A2-M]
f_205064 McGuire R1b-P312>L21>DF13>L513>L69.5 [513-A2-M]
f_143742 McGuire R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_134469 McGuire R1b-P312>L21 [513-A2-M]
f_124546 McMahon R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_160011 McGuire zzL21suspect [513-A2-M]

f_58104 Quinn zzL21suspect [513-A2-M]
f_193075 Hannay R1b-P312>L21>DF13>L513 [513-A2-M]

f_164943 Buchanan  R1b-P312>L21>DF13>L513 [513-A2-M]
f_65848 Maguire R1b-P312>L21 [513-A2-M]
f_31237 Burns R1b-P312>L21>DF13>L513>L69.5* [513-A2-B]
f_56563 Byrne zzL21suspect [513-A2-B]

f_30991 Byrne R1b-P312>L21>DF13>L513>L69.5* [513-A2-B]
f_77683 Burns zzL21suspect [513-A2-B]
f_N34882 Byrne zzL21suspect [513-A2-B]

f_N86695 Byrne zzL21suspect [513-A2-B]
f_151514 Byrnes R1b-P312>L21 [513-A2-B]
--- R-P66 ---

f_246556 McDonald R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]
f_266175 McDonald R1b-P312>L21>DF13>L513>L69.5* [513-A2-M]

f_19876 McGuire zzL21suspect [513-A2-M]
f_228829 Bruen R1b-P312>L21>DF13>L513>L69.5* [513-A2]
f_246849 Bruen zzL21suspect [513-A2]
f_91023 Leonard zzL21suspect [513-A2-M]

The vertical grey lines are separated 10 generations apart.



R-P66
This is the modal haplotype for R-P66.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-P66.  The color indicates the relative frequency of the alleles.

modal
+1

-1

Age Analysis
Total number
of members
3

Total number
of markers
201

Total number
of mutations
3

Mutation
fraction
1.49%

Age estimate
(in generations)
8±1

Age estimate
(in years)
188±30

f_31293 McCown R1b-P312>L21>DF13>L513>L69.5>P66+ [513-A2-M]
f_60586 McCown R1b-P312>L21>DF13>L513>L69.5>P66+ [513-A2-M]
f_184039 McKown R1b-P312>L21>DF13>L513>L69.5>P66+ [513-A2-M]

The vertical grey lines are separated 10 generations apart.



R-L193
This is the modal haplotype for R-L193.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L193.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

Age Analysis
Total number
of members
75

Total number
of markers
5025

Total number
of mutations
466

Mutation
fraction
9.27%

Age estimate
(in generations)
49±5

Age estimate
(in years)
1216±173

f_206584 Bingham R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_49038 Glandenning R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]

f_158327 Beatty R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]
f_113748 Mavity R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]

f_192941 McVittie R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]
f_257695 Burrows R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]

f_179378 Stevenson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-G]
f_174934 Beatty R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]

f_215973 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]
f_27531 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]

f_196798 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]
f_144090 Little R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-L]

f_93990 McCrea zzL21suspect [513-A1-193-M]
f_231779 Davidson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]

f_16464 McRae R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_175327 Miller  R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-D]

f_29753 Sinkler R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]
f_127262 St Clair R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]

f_168205 Duff  R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-D]
f_47786 Elliott R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-E]

f_130361 Elliott R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-E]
f_N104029 Black zzL21suspect [513-A1-193-A]

f_47827 Blair R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-A]
f_172772 Matheson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-A]

f_167431 Matheson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-A]
f_83065 Stevens R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-F]

f_N14186 Little zzL21suspect [513-A1-193-I]
f_52021 McCowan R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-D]

f_179742 Cunningham R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-N]
f_159822 Meek R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-N]

f_204189 Newton zzL21suspect [513-A1-193-N]
f_55229 Elliott R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-E]

f_171131 Duncan R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_N19218 Dugger R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_37870 McClain R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_49220 McClain zzL21suspect [513-A1-193-M]

f_38840 McLain R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_98112 Wilson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-C]

f_170761 McIntire R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_252772 McClain zzL21suspect [513-A1-193-M]

f_17782 Walker R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_44985 Martin R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_181420 Martin R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_N91171 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]

f_65397 Ward R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_252393 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]
f_9139 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]

f_26814 Kennedy(Ulster) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-K]
f_125524 Ward R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_207945 Holmes R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_46951 Ferguson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]
f_N49123 Wilson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193- uas]

f_43003 Duncan R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_129713 McClain zzL21suspect [513-A1-193-M]

f_190210 MacDonald R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_230552 McDonald R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_195507 McDonald R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_180757 McClaine zzL21suspect [513-A1-193-M]

The vertical grey lines are separated 10 generations apart.



f_82167 McClain R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_44265 Martin R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_N9932 MacLean R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]

f_211338 Robertson R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-M]
f_7555 Vance zzL21suspect [513-A1-193-V]

f_198026 Vance zzL21suspect [513-A1-193-V]
f_54198 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_39200 Vaux(Barnbarroch) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-V]

f_67952 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_61862 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]

f_149061 Vance(Barnbarroch) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-V]
f_N20182 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_68535 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_65717 Vance(Barnbarroch) R1b-P312>L21>DF13>L513>L193.1+ [513-A1-193-V]

f_85014 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]
f_140826 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]

f_N21545 Vance(Barnbarroch) zzL21suspect [513-A1-193-V]

The vertical grey lines are separated 10 generations apart.



R-L706
This is the modal haplotype for R-L706.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L706.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2

Age Analysis
Total number
of members
16

Total number
of markers
1072

Total number
of mutations
84

Mutation
fraction
7.84%

Age estimate
(in generations)
41±4

Age estimate
(in years)
1019±148

--- R-L705 ---
f_206580 Long R1b-P312>L21 [513-B2-705]

f_175434 Jones zzL21suspect [513-B2-705-J]
f_219571 Gardner R1b-P312>L21>DF13>L513>L706.2* [513-B2-X]

f_24977 Morgan zzL21suspect [513-B2-705-W]

The vertical grey lines are separated 10 generations apart.



R-L705
This is the modal haplotype for R-L705.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L705.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2

Age Analysis
Total number
of members
12

Total number
of markers
804

Total number
of mutations
59

Mutation
fraction
7.34%

Age estimate
(in generations)
38±4

Age estimate
(in years)
952±139

f_178598 Adams R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705]
f_36619 Banks R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705]

f_202969 Edwards R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705]
f_193851 Barrett R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705-B]

f_8132 Barrett R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705-B]
f_85844 Bergeron R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705]

f_82655 Morris R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705]
f_N29541 Sunesson(Tibbhult) R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705]

f_238987 Welsh zzL21suspect [513-B2-705]
f_N54638 Walsh R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705-W]

f_233741 James zzL21suspect [513-B2-705-P]
f_60411 Phillips(Eng) R1b-P312>L21>DF13>L513>L706.2>L705.2+ [513-B2-705-P]

The vertical grey lines are separated 10 generations apart.



R-L555
This is the modal haplotype for R-L555.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L555.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

Age Analysis
Total number
of members
17

Total number
of markers
1139

Total number
of mutations
36

Mutation
fraction
3.16%

Age estimate
(in generations)
16±2

Age estimate
(in years)
401±58

f_63715 Armstrong zzL21suspect [555-2410-A]
f_101670 Irwin R1b-P312>L21 [555-2410-A]

f_159923 Hutchinson zzL21suspect [555-2410-A]
f_180012 Irwin zzL21suspect [555-2410-A]

f_194922 Ervin zzL21suspect [555-2410-A]
f_33141 Irwin R1b-P312>L21>DF13>L555+ [555-2410-A]

f_N41928 Byers R1b-P312>L21 [555-2410-A]
f_85610 Ervin zzL21suspect [555-2410-A]
f_22874 Irvine R1b-P312>L21>DF13>L555+ [555-2410-A]

f_226426 Irving zzL21suspect [555-2410-A]
f_139577 Brown R1b-P312>L21 [555-2410-A]
f_135172 Irwin zzL21suspect [555-2410-A]

f_65048 Erwin R1b-P312>L21>DF13>L555+ [555-2410-A]
f_3874 Hoyt R1b-P312>L21>DF13>L555+ [555-2410-A]

f_107731 Elliott zzL21suspect [555-2410-A]
f_85002 Johnson zzL21suspect [555-2410-A]

f_72683 Irwin R1b-P312>L21>DF13>L555+ [555-2410-A]

The vertical grey lines are separated 10 generations apart.



R-L96
This is the modal haplotype for R-L96.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L96.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

Age Analysis
Total number
of members
2

Total number
of markers
134

Total number
of mutations
11

Mutation
fraction
8.21%

Age estimate
(in generations)
43±6

Age estimate
(in years)
1070±179

f_34465 Brock R1b-P312>L21>DF13>L96+ [96-1121]
f_176268 Gontaut R1b-P312>L21>DF13>L96+ [96-1121]

The vertical grey lines are separated 10 generations apart.



R-Z255
This is the modal haplotype for R-Z255.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z255.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3

Age Analysis
Total number
of members
80

Total number
of markers
5360

Total number
of mutations
583

Mutation
fraction
10.88%

Age estimate
(in generations)
58±6

Age estimate
(in years)
1438±204

f_174787 McConnell R1b-P312>L21>DF13>Z255 [255-1412]
f_49867 McConnell R1b-P312>L21>DF13>Z255 [255-1412]

f_66478 Baldwin R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_33100 Doty R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_200510 Bell R1b-P312>L21>DF13>Z255* [255-2314]
f_N101540 Gleason R1b-P312>L21>DF13 [255-2314]
f_100136 Phelps R1b-P312>L21>DF13>Z255* [255-2314]

f_217441 zzzUnk(Michael) R1b-P312>L21>DF13>Z255* [255-2314]
f_28645 Carroll R1b-P312>L21>DF13 [255-2314]

f_64633 Keefe R1b-P312>L21>DF13 [255-2314]
f_179373 De Haverington R1b-P312>L21 [255-1830-IS-A]

f_182407 Harrington R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_83239 Smith R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-D]
f_142257 Wilson R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-D]
f_14205 McCain zzL21suspect [255-1830-11]

f_139196 McHale R1b-P312>L21>DF13>Z255* [255-1830-21]
f_196252 Dunn R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]

f_35449 Owen R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_40730 Park R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_84751 Cleary R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_5074 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_121122 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_260689 Quigley R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_29761 Spence R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_35733 Spence R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_N47848 Adams R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]

f_44410 Adams zzL21suspect [255-1830-IS-A]
f_B2499 Adams zzL21suspect [255-1830-IS-A]

f_218879 zzzUnk(Adams) zzL21suspect [255-1830-IS-A]
f_229505 Doyle R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-C]

f_65178 Welsh R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-D]
f_B1170 MacKenzie R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B3]
f_N11370 Cotton R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]

f_97440 Grant R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_B1402 Stewart R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]

f_129234 McKee R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_115297 Corrigan zzL21suspect [255-1830-IS]

f_51942 Megehee R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_N2871 Burns R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]

f_31911 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]
f_196076 Byrne R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B2]

f_107642 Byrne zzL21suspect [255-1830-IS-B2]
f_54354 Byrnes zzL21suspect [255-1830-IS-B2]

f_191233 Hill R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B3]
f_114593 zzzUnknown zzL21suspect [255-1830-IS-B2]

f_147794 Byrnes zzL21suspect [255-1830-IS-B2]
f_90790 Coyle R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_77772 Davidson R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]

f_125806 Duoos R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_173273 Fowler R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]

f_138281 Rennie R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-A]
f_169910 Fields R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-G]
f_73524 Cameron R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_8687 Ball zzL21suspect [255-1830-IS-B1]
f_106868 McCabe R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_30522 Probst zzL21suspect [255-1830-IS-B1]

f_148922 Brock R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_N2553 Weymouth R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

The vertical grey lines are separated 10 generations apart.



f_149289 Johnson R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_232063 Sheets R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_198110 Dunlap zzL21suspect [255-1830-IS-G]

f_N38274 Gaston R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-G]
f_181025 Gaston zzL21suspect [255-1830-IS-G]

f_119485 Gaston zzL21suspect [255-1830-IS-G]
f_120891 Taylor zzL21suspect [255-1830-IS-G]

f_967 Gaston zzL21suspect [255-1830-IS-G]
f_112435 Gaston zzL21suspect [255-1830-IS-G]

f_N14161 Olsson(Laksaa) R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS]
f_10359 O’Shea(Cork) R1b-P312>L21 [255-1830-11]

f_87861 Beattie R1b-P312>L21 [255-1830-IS-B1]
f_3055 Beattie R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_213801 Baskin R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_84037 McLaughlin R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_158241 Betty R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_224012 Brooks R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_3032 Beatty R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]
f_6555 zzzUnknown R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-B1]

f_185218 Murphy R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_181871 Phillips R1b-P312>L21>DF13>Z255>L159.2+ [255-1830-IS-M]
f_202249 McMahon R1b-P312>L21>DF13>Z255* [255-2314]

The vertical grey lines are separated 10 generations apart.



R-Z253
This is the modal haplotype for R-Z253.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z253.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4

Age Analysis
Total number
of members
162

Total number
of markers
10854

Total number
of mutations
2343

Mutation
fraction
21.59%

Age estimate
(in generations)
121±12

Age estimate
(in years)
3023±429

f_174932 Anderson  R1b-P312>L21>DF13>Z253 [253- uas]
--- R-L554 ---

f_9544 Sherman R1b-P312>L21 [z2515-A]
f_183194 Mahony R1b-P312>L21 [z2515-B]

f_222841 zzzUnknown(Belarus) R1b-P312>L21 [z2515-B]
f_86086 Kiely R1b-P312>L21>DF13>Z253* [253- uas]

f_52593 Logan R1b-P312>L21 [z3931217]
f_110368 Bermingham R1b-P312>L21>DF13>Z253 [253-1121]
f_247198 Conn zzL21suspect [253-1121]

f_71421 Carrucan R1b-P312>L21>DF13>Z253 [253-1121]
f_29145 Cursonwhit R1b-P312>L21>DF13>Z253 [253-1121]

f_219896 Heffernan R1b-P312>L21>DF13>Z253 [253-1121]
f_169385 Moore R1b-P312>L21>DF13 [253-1121]

f_10511 Donoghue R1b-P312>L21 [253-1121]
f_210177 Cunning R1b-P312>L21>DF13 [253-1716-11]

f_B2501 Jackson zzL21suspect [253-1716-11F]
f_42480 May zzL21suspect [253-1716-11]
f_212724 Yorke R1b-P312>L21>DF13>Z253* [253-1716-11F]

f_134798 zzzUnk(Roderick) R1b-P312>L21>DF13>Z253 [253-1716-11F]
f_180034 Duffy R1b-P312>L21>DF13>Z253 [253-1716-11]

f_N85391 Morgan R1b-P312>L21>DF13>Z253>F4036+ [253-1716-11]
f_205635 Murta R1b-P312>L21>DF13>Z253 [253-1716-11]

f_187458 O’Neill R1b-P312>L21 [253-1716-11Me]
f_186175 Prendergast R1b-P312>L21>DF13 [253-1716-11]

f_234524 Yakman zzL21suspect [253-1716-11]
f_N26398 Canady R1b-P312>L21>DF13>Z253* [253-1716-11C]

f_8621 Mangham zzL21suspect [253-1716-1308]
f_6879 Mangum R1b-P312>L21>DF13>Z253 [253-1716-1308]

f_6874 Mangum R1b-P312>L21>DF13>Z253* [253-1716-1308]
f_16153 Robertson R1b-P312>L21>DF13>Z253 [253-1716-1308]

f_88386 Jones zzL21suspect [253-1716-11]
f_N9632 Tompkins R1b-P312>L21>DF13>Z253 [253-1716-11Me]

f_N43805 Lenares R1b-P312>L21 [253-1716-Mc]
f_195717 Marietta zzL21suspect [253-1716-Mc]

f_99512 McClure R1b-P312>L21>DF13>Z253 [253-1716-Mc]
f_36535 McClure zzL21suspect [253-1716-Mc]

f_180442 McClure zzL21suspect [253-1716-Mc]
f_57387 McClure zzL21suspect [253-1716-Mc]

f_73977 McClure R1b-P312>L21 [253-1716-Mc]
f_164693 McClure zzL21suspect [253-1716-Mc]
f_184489 McClure zzL21suspect [253-1716-Mc]

f_94662 Mitchell R1b-P312>L21>DF13>Z253 [253-1716-Mc]
f_149770 zzzUnknown R1b-P312>L21>DF13>Z253* [253-1716-Mc]
f_7467 Wilson R1b-P312>L21>DF13 [255-1830-IS]

f_61788 Wilson zzL21suspect [255-1830-IS]
--- R-Z2534 ---

The vertical grey lines are separated 10 generations apart.



R-L554
This is the modal haplotype for R-L554.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L554.  The color indicates the relative frequency of the alleles.
modal

Age Analysis
Total number
of members
1

Total number
of markers
67

Total number
of mutations
0

Mutation
fraction
0.00%

Age estimate
(in generations)
0±0

Age estimate
(in years)
0±0

f_23996 Pike R1b-P312>L21>DF13>Z253>L554+ [253-554- uas]

The vertical grey lines are separated 10 generations apart.



R-Z2534
This is the modal haplotype for R-Z2534.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2534.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5
+6

-1
-2
-3
-4

Age Analysis
Total number
of members
117

Total number
of markers
7839

Total number
of mutations
1672

Mutation
fraction
21.33%

Age estimate
(in generations)
119±12

Age estimate
(in years)
2983±424

--- R-Z2185 ---
f_233265 Le Gall R1b-P312>L21>DF13>Z253>Z2534 [253-2534- uas]

f_N62873 Mitchell R1b-P312>L21 [zzL21unassigned]
f_8104 Wilson R1b-P312>L21 [z992425]

--- R-L226 ---
f_63623 Dredge R1b-P312>L21>DF13>Z253>Z2534 [253-2534-1616]

--- R-L643 ---
f_81795 Whitehead R1b-P312>L21>DF13>Z253>Z2534** [253-2534-2521]

f_92242 McDowell R1b-P312>L21>DF13 [zzDF13unassigned]
f_155728 McDougal R1b-P312>L21 [zzL21unassigned]

f_192172 Eddy R1b-P312>L21 [z3931210]

The vertical grey lines are separated 10 generations apart.



R-L226
This is the modal haplotype for R-L226.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L226.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

Age Analysis
Total number
of members
36

Total number
of markers
2412

Total number
of mutations
223

Mutation
fraction
9.25%

Age estimate
(in generations)
48±5

Age estimate
(in years)
1212±173

f_82328 Brown R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_238126 Gannon R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_127414 Kean R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-D]
f_169471 Bryant R1b-P312>L21 [253-2534-226- uas]
f_N56434 Reilly R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-E]

f_174394 Walker R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_N25784 Rines R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_27143 Bryan R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B1]

f_98444 Bryan R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B1]
f_78034 Bryan zzL21suspect [253-2534-226-B1]

f_125443 O’Neill R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B1]
f_172840 Farrell  R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B2]

f_55897 Johnson zzL21suspect [253-2534-226-F]
f_16274 Anderson R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-H]

f_69433 McGraw R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-M]
f_124291 Wright R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-M]

f_25505 Wright R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-M]
f_50373 O’Hara R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_20773 Donahoo  zzL21suspect [253-2534-226- uas]
f_213742 O’Donoghue R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_84813 Kelly R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_29530 Forbes R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_N81958 zzzUnknown R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]
f_156620 Kennedy(Munster) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-D]

f_176989 O’Brien R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-O]
f_11144 Donohoe  R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226- uas]

f_254274 O’Dea R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B2]
f_254182 O’Dea R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-B2]

f_56031 Casey(Munster) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C2]
f_53484 Casey(Munster) zzL21suspect [253-2534-226-C2]

f_77349 Casey(SCarolina) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C1]
f_142586 Hogan R1b-P312>L21 [253-2534-226-O]

f_N13807 Cannon R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C3]
f_N54074 Cannon R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C3]

f_N56105 Kerwick R1b-P312>L21 [253-2534-226-F]
f_190465 Casey(Munster) R1b-P312>L21>DF13>Z253>Z2534>L226+ [253-2534-226-C2]

The vertical grey lines are separated 10 generations apart.



R-L643
This is the modal haplotype for R-L643.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L643.  The color indicates the relative frequency of the alleles.

modal
+1

-1
-2

Age Analysis
Total number
of members
3

Total number
of markers
201

Total number
of mutations
13

Mutation
fraction
6.47%

Age estimate
(in generations)
33±4

Age estimate
(in years)
835±133

f_40717 MacKenzie R1b-P312>L21>DF13>Z253>Z2534>L643+ [253-2534-643]
f_114653 Matheson zzL21suspect [253-2534-643]
f_57521 Matheson  R1b-P312>L21>DF13>Z253>Z2534>L643+ [253-2534-643]

The vertical grey lines are separated 10 generations apart.



R-Z2185
This is the modal haplotype for R-Z2185.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z2185.  The color indicates the relative frequency of the alleles.

modal
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Age Analysis
Total number
of members
70

Total number
of markers
4690

Total number
of mutations
1089

Mutation
fraction
23.22%

Age estimate
(in generations)
131±13

Age estimate
(in years)
3282±467

f_N57209 Crawford R1b-P312>L21>DF13>Z253 [253- uas]
f_N112169 Downing R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185-H]

f_N85107 Hockings R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185-H]
f_3749 Rutledge R1b-P312>L21>DF13 [zzDF13unassigned]

f_175660 De Grey R1b-P312>L21>DF13 [49-2329-11-HyM]
--- R-L1066 ---

f_162176 Falch(Ølfernes) R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185- uas]
f_B2715 Ferguson R1b-P312>L21 [zzL21unassigned]

f_179727 Montgomery  R1b-P312>L21>DF13>Z253 [253-1716-R]
f_82726 Montgomery? R1b-P312>L21 [253-1716-R]
f_184007 Rodger R1b-P312>L21>DF13>Z253 [253-1716-R]

f_39420 Hughes R1b-P312>L21>DF13 [zzDF13unassigned]
f_149025 Abbotts R1b-P312>L21>DF13>Z253>Z2534>Z2185* [253-2534-2185- uas]

The vertical grey lines are separated 10 generations apart.



R-L1066
This is the modal haplotype for R-L1066.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1066.  The color indicates the relative frequency of the alleles.

modal
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Age Analysis
Total number
of members
58

Total number
of markers
3886

Total number
of mutations
845

Mutation
fraction
21.74%

Age estimate
(in generations)
122±12

Age estimate
(in years)
3048±434

f_1596 May R1b-P312>L21 [253- uas]
f_118942 Wilkinson R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]

f_68598 Harris R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]
f_154690 Bunch R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-C]
f_247883 Bunch R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-C]
f_106984 Williams R1b-P312>L21 [253-2534-2185-1066-C]
f_43543 Williams R1b-P312>L21 [253-2534-2185-1066-C]

f_169985 Cummins R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]
f_E4785 Gerber R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066-T]

f_184691 Keany R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]
f_49964 Peak R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A]

f_118263 Magee R1b-P312>L21 [253-2534-2185-1066-A]
f_N12949 McDonald R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]

f_27084 Moore R1b-P312>L21>DF13 [z5941110]
f_7946 Sisk R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066- uas]

f_10484 Sisk zzL21suspect [253-2534-2185-1066- uas]
f_102241 Sisk R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]

f_118170 Spicer R1b-P312>L21 [zzL21unassigned]
f_177709 Hudson R1b-P312>L21>DF13 [253-2534-2185-1066-A]
f_217373 Brady R1b-P312>L21 [253-2534-2185-1066-A-1]
f_231568 Brady R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A-1]

f_63879 Brady R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-A-1]
f_159378 Anderson R1b-P312>L21>DF13>Z253 [253-2534-2185-1066-B]

f_124121 Anderson R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-B]
f_147416 Forster zzL21suspect [4466-T2]

f_166647 Powell zzL21suspect [253-1716]
f_N39788 Keown R1b-P312>L21>DF13 [zzDF13unassigned]

f_31399 Lambert R1b-P312>L21 [X1363-6919-1415]
f_N16295 Ramsey R1b-P312>L21>DF13>Z253>Z2534>Z2185 [253-2534-2185- uas]

f_251279 Willis R1b-P312>L21>DF13 [zzDF13unassigned]
f_35981 McGregor R1b-P312>L21>DF13>Z253 [253-2310]

f_192651 Billingsley R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]
f_253019 Curly zzL21suspect [253-2534-2185-1066- uas]
f_231060 Davison R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066- uas]

f_58625 Francisco Saldaæa Guerra, b.1791, Mier, Mexico (Spain) R1b-P312>L21>DF13>Z253>Z2534>DF73+ [253-2534- uas]
f_235535 zzzUnknown R1b-P312>L21>DF13 [zzDF13unassigned]

f_102733 Whitmore R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-D]
f_198497 Mowdy zzL21suspect [513- uas]

f_57456 Allen R1b-P312>L21>DF13>Z253 [253-2534-2185-1066-T4]
f_27770 O’Shea(Tipperary) R1b-P312>L21>DF13>Z253 [253-2534-2185-1066-T4]

f_242499 Shaw R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-T4]
f_141217 Coker R1b-P312>L21 [253-2534-2185-1066-T4]

f_197959 zzzUnk(Stewart) R1b-P312>L21 [253-2534-2185-1066-T4]
f_B2394 Goff R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1* [253-2534-2185-1066-T4]

f_201817 Parrish R1b-P312>L21 [253-2534-2185-1066-T4]
f_115976 Robison zzL21suspect [253-2534-2185-1066-T4]

f_133889 Winn R1b-P312>L21 [253-2534-2185-1066-T4]
f_157233 McElroy R1b-P312>L21>DF13>Z253>Z2534>Z2185>L1066.1 [253-2534-2185-1066-T4]

f_146884 Carr R1b-P312>L21 [253-2534-2185-1066-T4]
f_62825 Carr R1b-P312>L21 [253-2534-2185-1066-T4]

f_55324 Sinclair R1b-P312>L21 [253-2534-2185-1066-T4]
f_132679 Dalton R1b-P312>L21 [z10109]
f_24607 Guthrie  R1b-P312>L21 [z10109]

f_164301 McKee R1b-P312>L21>DF13>Z253 [253-5689]
f_198007 Sullivan R1b-P312>L21 [z91111]

f_90121 Gilmore R1b-P312>L21 [513- uas]

The vertical grey lines are separated 10 generations apart.



f_205239 Culver R1b-P312>L21 [zzL21unassigned]
f_96841 Reynolds R1b-P312>L21 [zzL21unassigned]

The vertical grey lines are separated 10 generations apart.



R-DF21
This is the modal haplotype for R-DF21.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF21.  The color indicates the relative frequency of the alleles.

modal
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Age Analysis
Total number
of members
285

Total number
of markers
19095

Total number
of mutations
3885

Mutation
fraction
20.35%

Age estimate
(in generations)
113±11

Age estimate
(in years)
2830±401

f_116487 Brooks R1b-P312>L21>DF13>DF21 [21- uas]
f_48674 Brooks R1b-P312>L21>DF13>DF21* [21- uas]

f_16080 Dowell R1b-P312>L21 [21-1199]
f_17204 zzzUnk(Bullock) R1b-P312>L21>DF13 [21-1199]

f_44592 Helm R1b-P312>L21>DF13>DF21 [21-1199]
f_224865 Jones R1b-P312>L21 [z1189X]

f_115166 Jones R1b-P312>L21 [z1189X]
f_232993 Jones R1b-P312>L21 [z1189X]

f_20758 Jones R1b-P312>L21 [z1189X]
f_N4964 Gilgunn R1b-P312>L21 [z171114]

f_158521 Lynch R1b-P312>L21 [z171114]
f_187737 Kelley zzL21suspect [z171114]

f_N71588 McDermott R1b-P312>L21 [z171114]
f_252763 zzzUnk(Wood) R1b-P312>L21 [z171114]

f_N27653 Cupit R1b-P312>L21>DF13>DF21 [21-1722]
f_155347 Hamilton  R1b-P312>L21>DF13>DF21 [21-1722]

f_243114 McCoy R1b-P312>L21>DF13>DF21 [21-1722]
f_221638 Ross R1b-P312>L21 [21-1722]

f_207191 Jamison R1b-P312>L21 [21- uas]
f_158136 Montgomery R1b-P312>L21>DF13>DF21 [21- uas]

f_255828 Blanford zzL21suspect [zzzzunassigned]
f_120965 Beasely zzL21suspect [21-5909-A]

f_N3362 Maher R1b-P312>L21>DF13>DF21** [21-5909-A]
f_120616 Moore R1b-P312>L21>DF13>DF21 [21-5909-A]

f_91126 Doyle R1b-P312>L21>DF13>DF21 [21-5909-A]
f_210550 Cullen R1b-P312>L21 [21-5909-A]

f_151245 Ross R1b-P312>L21 [253-1716-11]
f_82009 Ross zzL21suspect [253-1716-11]
f_116944 Churchman R1b-P312>L21 [zzL21unassigned]

f_50242 Lawrence R1b-P312>L21>DF13>DF21 [21- uas]
f_105059 Swann R1b-P312>L21>DF13>DF21* [21- uas]

f_208397 McCloud R1b-P312>L21>DF13>DF21* [21-n9911]
f_135473 Harris R1b-P312>L21 [21-1311]

f_26411 Simmons R1b-P312>L21>DF13>DF21* [21-1311]
f_112244 Harbour R1b-P312>L21>DF13>DF21* [21- uas]

f_189806 Daniels R1b-P312>L21 [zzL21unassigned]
f_208773 Reith R1b-P312>L21>DF13>DF21 [21-314- uas]

--- R-P314 ---
f_134487 Corbett R1b-P312>L21 [21-5119]

f_230380 Gammie R1b-P312>L21>DF13>DF21 [21-5119]
f_166290 Mahan R1b-P312>L21>DF13>DF21 [21-5119]

f_109733 Gorman R1b-P312>L21>DF13 [zzDF13unassigned]
f_24434 Maher R1b-P312>L21>DF13>DF21* [21- uas]

f_146114 Bowe R1b-P312>L21 [21-2225-EC]
f_174346 Bowe R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_177452 Bowe zzL21suspect [21-2225-EC]
f_94756 Carey R1b-P312>L21 [21-2225-EC]

f_7565 Garvey R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_23350 Springer R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_190806 Carroll R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_6781 Rose R1b-P312>L21 [21-2225-EC]

f_45013 Tracey R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_185954 Carroll R1b-P312>L21>DF13>DF21 [21-2225-EC]

f_23133 Linville R1b-P312>L21>DF13>DF21* [21-2225-EC]
f_194206 Murphy R1b-P312>L21>DF13>DF21 [21-2225-EC]
f_223130 Murphy R1b-P312>L21>DF13>DF21 [21-2225-EC]

The vertical grey lines are separated 10 generations apart.



f_50471 Leahy R1b-P312>L21 [21-2225-EC]
f_N33244 Nachtmann R1b-P312>L21 [zzL21unassigned]

f_131057 Almond R1b-P312>L21 [21-n922-A1]
f_209736 Collins R1b-P312>L21 [21-n922-A1]

f_74679 Collins R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_82960 McQuillan  R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_37416 Kern zzL21suspect [21-n922-A1]
f_149290 Byrne R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_65962 McKenna R1b-P312>L21 [21-n922-A1]
f_171658 McKenna zzL21suspect [21-n922-A1]

f_7207 Neal R1b-P312>L21 [21-n922-A1]
f_181440 Neal zzL21suspect [21-n922-A1]
f_6419 McKenna zzL21suspect [21-n922-A1]

f_121435 Osburn R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_166797 Hart R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_180119 Lawler R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_145674 Roberts R1b-P312>L21 [21-n922-A1]

f_195306 MacDonald R1b-P312>L21>DF13>DF21* [21-n922-A1]
f_262186 zzzUnk(Morris) zzL21suspect [21-n922-A1]

f_112471 McAulay R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_47703 McAuley R1b-P312>L21 [21-n922-A1]

f_39559 McCall zzL21suspect [21-n922-A1]
f_264834 Courtney R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_69356 McMahon R1b-P312>L21>DF13>DF21 [21-n922-A1-B]
f_96415 Higgins R1b-P312>L21 [21-n922-A1-B]

f_162173 zzzUnknown R1b-P312>L21 [21-n922-A1-B]
f_B2743 McMahon R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_N70960 Moorhead R1b-P312>L21 [21-n922-A1-B]
f_145687 McMahon R1b-P312>L21>DF13>DF21 [21-n922-A1-B]
f_7996 Hughes R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_52246 Matthews R1b-P312>L21 [21-n922-A1-B]
f_83132 Smith R1b-P312>L21 [21-n922-A1-B]

f_N49738 Heaney R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_108908 McGuire zzL21suspect [21-n922-A1]

f_8551 Roderick R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_49963 Roderick zzL21suspect [21-n922-A1]

f_49961 Roderick zzL21suspect [21-n922-A1]
f_185740 Roderick zzL21suspect [21-n922-A1]
f_12484 Roderick zzL21suspect [21-n922-A1]
f_49962 Roderick zzL21suspect [21-n922-A1]

f_134799 Wilson(Roderick) zzL21suspect [21-n922-A1]
f_212105 Roderick zzL21suspect [21-n922-A1]
f_168082 Roderick zzL21suspect [21-n922-A1]
f_8553 Roderick zzL21suspect [21-n922-A1]

f_49960 Roderick zzL21suspect [21-n922-A1]
f_8651 Roderick zzL21suspect [21-n922-A1]

f_167671 Roderick zzL21suspect [21-n922-A1]
f_49959 Roderick zzL21suspect [21-n922-A1]
f_23171 McGuire R1b-P312>L21 [21-n922-A1]
f_N7273 McGuire R1b-P312>L21 [21-n922-A1]

f_21218 McGuire zzL21suspect [21-n922-A1]
f_32277 McGuire zzL21suspect [21-n922-A1]

f_222108 McGuire R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_16694 McDaniel R1b-P312>L21>DF13>DF21 [21-n922-A1-A]

f_123611 Clarke R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_68859 Edwards R1b-P312>L21>DF13 [21-n922-A1]

f_196960 McDanal zzL21suspect [21-n922-A1]
f_112197 McDaniel zzL21suspect [21-n922-A1]
f_144688 McDaniel zzL21suspect [21-n922-A1]

f_13758 McDonald zzL21suspect [21-n922-A1]
f_133546 McDonald zzL21suspect [21-n922-A1]

f_146160 McDaniel R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_E10544 Dondas R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_79458 Martin R1b-P312>L21 [21-n922-A1-B]
f_13852 McMahon R1b-P312>L21 [21-n922-A1-B]

f_113649 Beeman zzL21suspect [21-n922-A1]
f_69648 Beggan/Little R1b-P312>L21 [21-n922-A1]

f_146867 Biggins zzL21suspect [21-n922-A1]
f_N86783 Bigham zzL21suspect [21-n922-A1]

f_166169 Beggan R1b-P312>L21 [21-n922-A1-B]
f_127469 Biggins R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_N50500 Boyle R1b-P312>L21 [21-n922-A1]
f_64804 White R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_N69302 White zzL21suspect [21-n922-A1]
f_37243 McInnes zzL21suspect [21-n922-A1]

The vertical grey lines are separated 10 generations apart.



f_N57121 Compton R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_252846 Smith R1b-P312>L21 [21-n922-A1]

f_118691 Godwin R1b-P312>L21 [21-n922-A1-B]
f_191286 Cain R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_32061 Carrell zzL21suspect [21-n922-A1]

f_30624 Carroll R1b-P312>L21 [21-n922-A1]
f_N41845 Carroll R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_239253 Carroll zzL21suspect [21-n922-A1]
f_39313 McClain zzL21suspect [21-n922-A1]

f_61096 Hedrickson(Fryksände) R1b-P312>L21 [21-n922-A1-B]
f_40141 McDaniel zzL21suspect [21-n922-A1-A]

f_27184 Hughes R1b-P312>L21 [21-n922-A1-B]
f_252300 Hughes R1b-P312>L21>DF13>DF21 [21-n922-A1-B]

f_99317 McArdle zzL21suspect [21-n922-A1-B]
f_56933 Calkins R1b-P312>L21 [21-n922-A1]

f_N16767 Calkins zzL21suspect [21-n922-A1]
f_104240 Calkins zzL21suspect [21-n922-A1]

f_182242 O’Guin R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_36836 Paden R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_112086 Walker zzL21suspect [21-n922-A1]
f_78625 Conley zzL21suspect [21-n922-A1]

f_N88161 Connolly zzL21suspect [21-n922-A1]
f_N18664 Alexander  R1b-P312>L21>DF13>DF21 [21-n922-A1-A]

f_263699 Connally zzL21suspect [Frances Connally, County Monaghan b. bef 1800]
f_100022 Duffy R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_N52848 Rogers R1b-P312>L21 [21-n922-A1]

f_64895 Higgins(Hagan) R1b-P312>L21>DF13 [21-n922-A1]
f_27820 Shannon zzL21suspect [21-n922-A1]

f_21971 MacDougall  R1b-P312>L21>DF13>DF21 [21-n922-A1]
f_156013 zzzUnknown R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_39409 McMahon R1b-P312>L21>DF13 [21-n922-A1]
f_220430 Sanda(Hurdal) R1b-P312>L21>DF13>DF21 [21-n922-A1]

f_119122 Smith R1b-P312>L21>DF13>DF21 [21-n922-A1]
--- R-S190 ---

--- R-Z246 ---
f_157211 Marr R1b-P312>L21>DF13>DF21 [21- uas]

--- R-L720 ---

The vertical grey lines are separated 10 generations apart.



R-P314
This is the modal haplotype for R-P314.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-P314.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3

-1
-2
-3

Age Analysis
Total number
of members
13

Total number
of markers
871

Total number
of mutations
111

Mutation
fraction
12.74%

Age estimate
(in generations)
68±7

Age estimate
(in years)
1701±248

f_234710 Cormack R1b-P312>L21>DF13>DF21>P314.2* [21-314-P12]
f_257171 Lahiff R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]

f_207157 Leahy R1b-P312>L21>DF13>DF21>P314.2* [21-314-P12]
f_171553 Hackett R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]

f_241486 Keenan R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]
f_55306 Kenan R1b-P312>L21>DF13>DF21>P314.2 [21-314-P12]
f_16473 MacMartin R1b-P312>L21>DF13>DF21>P314.2* [21-314-P12]

f_N28650 Conrardy R1b-P312>L21>DF13>DF21>P314.2* [21-314-P13-B]
--- R-L362 ---

The vertical grey lines are separated 10 generations apart.



R-L362
This is the modal haplotype for R-L362.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L362.  The color indicates the relative frequency of the alleles.

modal
+1

-1
-2

Age Analysis
Total number
of members
5

Total number
of markers
335

Total number
of mutations
26

Mutation
fraction
7.76%

Age estimate
(in generations)
40±5

Age estimate
(in years)
1009±154

f_109330 Kelly(Ire) R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]
f_13771 Mahoney R1b-P312>L21>DF13>DF21>P314.2 [21-314-P13-A]

f_80166 Sullivan R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]
f_211478 McCarthy R1b-P312>L21 [21-314-P13-A]
f_177666 McCarthy R1b-P312>L21>DF13>DF21>P314.2>L362+ [21-314-P13-A]

The vertical grey lines are separated 10 generations apart.



R-Z246
This is the modal haplotype for R-Z246.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-Z246.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

Age Analysis
Total number
of members
63

Total number
of markers
4221

Total number
of mutations
823

Mutation
fraction
19.50%

Age estimate
(in generations)
108±11

Age estimate
(in years)
2700±384

--- R-DF25 ---
f_E9807 Kaptein R1b-P312>L21>DF13>DF21>Z246* [21-246- uas]

f_152653 Jeffreys R1b-P312>L21>DF13 [z3931414]
f_173751 Jeffris R1b-P312>L21>DF13 [z3931414]

The vertical grey lines are separated 10 generations apart.



R-DF25
This is the modal haplotype for R-DF25.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF25.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

Age Analysis
Total number
of members
60

Total number
of markers
4020

Total number
of mutations
774

Mutation
fraction
19.25%

Age estimate
(in generations)
106±11

Age estimate
(in years)
2662±379

--- R-DF5 ---
f_198016 Henry R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25- uas]

f_51784 Humphrey R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25-1321]
f_242482 Timmins R1b-P312>L21 [zzL21unassigned]
f_46813 Wilkes R1b-P312>L21 [21-246-25- uas]

f_65194 Wilkes R1b-P312>L21 [21-246-25- uas]
f_106716 Wilkes R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25- uas]
f_190709 Donaho R1b-P312>L21>DF13>DF21 [21-246-25-1624]
f_N61117 Thornton R1b-P312>L21>DF13>DF21>Z246>DF25* [21-246-25-1624]
f_49846 Heron R1b-P312>L21>DF13 [zzDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-DF5
This is the modal haplotype for R-DF5.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF5.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4
+5

-1
-2
-3
-4
-5

Age Analysis
Total number
of members
51

Total number
of markers
3417

Total number
of mutations
663

Mutation
fraction
19.40%

Age estimate
(in generations)
107±11

Age estimate
(in years)
2685±383

f_228748 Debnam R1b-P312>L21 [21-2225- uas]
f_N20114 Coberly R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655 [21-246-255- uas]

f_21313 Maddox R1b-P312>L21 [z121219]
f_15284 Vaughen R1b-P312>L21 [z121219]

f_96733 zzzUnknown zzL21suspect [z121219]
f_221470 Williams R1b-P312>L21>DF13 [zzDF13unassigned]

f_103365 Middleton R1b-P312>L21 [zzL21unassigned]
f_155076 O’Byrne R1b-P312>L21 [21-246-25- uas]

f_12092 O’Donoghue R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255- uas]
--- R-L658 ---

f_38294 Davenport zzL21suspect [21-246-255-AD]
f_37947 Sharp R1b-P312>L21 [21-246-255-AD]
f_248772 Sharp R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-AD]

f_34503 Gibson R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-AD]
f_178330 Gibson  R1b-P312>L21>DF13>DF21 [21-246-255-AD]

f_136492 Thomas R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-AD]
f_145178 Griffeth R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-AD]

f_63264 Griffin R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-AD]
f_21401 Grant R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-G]

f_21340 Grant R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655 [21-246-255-G]
f_117910 Taylor R1b-P312>L21 [21-246-255-G]

--- R-L627 ---
f_228356 Montgomery R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-X]

f_3416 Walker R1b-P312>L21>DF13 [21-246-255-X]
f_198512 Moore R1b-P312>L21 [21-246-255-X]

f_162107 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-X]
f_183554 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-X]

f_75621 Harriss R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-H]
f_241341 Long zzL21suspect [21-246-255-L]

f_195262 Porter R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-L]
f_42087 Via R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255- uas]

f_161731 Lyon R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255- uas]
f_200798 Farthing R1b-P312>L21 [zzL21unassigned]

f_114270 Johnson R1b-P312>L21>DF13>DF21>Z246>DF25>DF5* [21-246-255- uas]
f_188545 Kewley R1b-P312>L21 [21-246-255-M]

f_102866 Morrison R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-M]
f_86241 McMorris R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [David McMorris b abt 1750 Ireland]

f_146318 Morrison R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-M]
f_202200 Dolan R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-M]

f_45131 Doolin R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-M]
f_11848 Smith zzL21suspect [21-246-255-M]
f_N54259 Lawler zzL21suspect [21-246-255-M]

f_148440 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-M]
f_122847 Moore R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-M]

f_148439 Moore  R1b-P312>L21>DF13>DF21>Z246>DF25>DF5 [21-246-255-M]

The vertical grey lines are separated 10 generations apart.



R-L627
This is the modal haplotype for R-L627.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L627.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3
-4

Age Analysis
Total number
of members
5

Total number
of markers
335

Total number
of mutations
23

Mutation
fraction
6.87%

Age estimate
(in generations)
36±4

Age estimate
(in years)
889±135

f_2650 Cooper R1b-P312>L21 [21-246-255-R]
f_2751 Cooper R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627* [21-246-255-R]

f_66345 Reynolds R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627>L626* [21-246-255-R]
f_20437 Reynolds R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627>L626>L625+ [21-246-255-R]

f_39441 Reynolds R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>CTS3655>L627>L626* [21-246-255-R]

The vertical grey lines are separated 10 generations apart.



R-L658
This is the modal haplotype for R-L658.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L658.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1

Age Analysis
Total number
of members
3

Total number
of markers
201

Total number
of mutations
4

Mutation
fraction
1.99%

Age estimate
(in generations)
10±1

Age estimate
(in years)
251±40

f_28714 Cain R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L658+ [21-246-255-AC]
f_76171 Cain R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L658+ [21-246-255-AC]

f_158480 Cain R1b-P312>L21>DF13>DF21>Z246>DF25>DF5>L658+ [21-246-255-AC]

The vertical grey lines are separated 10 generations apart.



R-L720
This is the modal haplotype for R-L720.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L720.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

Age Analysis
Total number
of members
3

Total number
of markers
201

Total number
of mutations
18

Mutation
fraction
8.96%

Age estimate
(in generations)
47±6

Age estimate
(in years)
1172±187

f_53766 Farris R1b-P312>L21>DF13>DF21>L720+ [21-720-Loc]
f_140820 McLellan  R1b-P312>L21>DF13>DF21>L720+ [21-720-Loc]

f_145081 O’Neill R1b-P312>L21>DF13>DF21>L720+ [21-720-Loc]

The vertical grey lines are separated 10 generations apart.



R-S190
This is the modal haplotype for R-S190.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-S190.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

Age Analysis
Total number
of members
42

Total number
of markers
2814

Total number
of mutations
247

Mutation
fraction
8.78%

Age estimate
(in generations)
46±5

Age estimate
(in years)
1148±164

f_171684 Abdrew R1b-P312>L21 [21-5909-LS]
f_173674 Kilgore R-L21 [21-5909-LS]

f_163654 Killgore R1b-P312>L21 [21-5909-LS]
f_228532  R-L21 [21-5909-LS]

f_261229  R-L21 [21-5909-LS]
f_174509 Kilgore R-L21 [21-5909-LS]
f_209298 Kilgore R-L21 [21-5909-LS]

f_128156 Kilgore R-L21 [21-5909-LS]
f_88559 Kilgore R-L21 [21-5909-LS]
f_134747 Kilgore zzL21suspect [21-5909-LS]
f_114727 Kilgore R-L21 [21-5909-LS]

f_178407  R-L21 [21-5909-LS]
f_12461 Hinds R1b-P312>L21>DF13>DF21 [21-5909-LS]

f_27994 Boggs R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_N16254 Walters R1b-P312>L21>DF13>DF21* [21-5909-LS]
f_264139 Boggs R-L21 [21-5909-LS]

f_181556 Livingston R-L21 [21-5909-LS]
f_217646  R-L21 [21-5909-LS]

f_N44961 Curren R1b-P312>L21 [21-5909-LS]
f_166653 MacFarland  R1b-P312>L21 [21-5909-LS]
f_242228 Thompson R1b-P312>L21>DF13>DF21 [21-5909-LS]

f_32816 Colson R1b-P312>L21>DF13>DF21>S424>S190+ [21-5909-LS]
f_N22147 Chambers R1b-P312>L21 [21-5909-LS]

f_149620 Wilson R1b-P312>L21 [21-5909-LS]
f_19822 Wilson R-L21 [21-5909-LS]

f_13599 Sloan R-L21 [21-5909-LS]
f_237552 Doggart R1b-P312>L21 [21-5909-LS]
f_138030 Ferguson R-L21 [21-5909-LS]
f_196041 Williamson R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_40372 Williamson R-L21 [21-5909-LS]
f_74760 Williamson R-L21 [21-5909-LS]

f_251118 Williamson R-L21 [21-5909-LS]
f_174145 Sorely R1b-P312>L21 [21-5909-LS]

f_62402 Savage R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_124777 Hall R1b-P312>L21 [21-5909-LS]

f_172600 Hall R1b-P312>L21 [21-5909-LS]
f_155957 Hall R1b-P312>L21 [21-5909-LS]

f_124490 Johnson R1b-P312>L21>DF13>DF21 [21-5909-LS]
f_151706 Hall, Greg R-L21 [21-5909-LS]

f_131072 Henry, B.V. R-L21 [21-5909-LS]
f_213751 Miller R1b-P312>L21 [21-5909-LS]
f_188409 Taylor R1b-P312>L21>DF13>DF21>S424>S190+ [21-5909-LS]

The vertical grey lines are separated 10 generations apart.



R-L371
This is the modal haplotype for R-L371.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L371.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2
-3

Age Analysis
Total number
of members
11

Total number
of markers
737

Total number
of mutations
54

Mutation
fraction
7.33%

Age estimate
(in generations)
38±4

Age estimate
(in years)
951±139

f_193782 Griffith R1b-P312>L21>DF13>L371+ [371-W1]
f_190007 Griffith R1b-P312>L21>DF13>L371+ [371-W1]

f_N2351 Reese R1b-P312>L21 [371-W1]
f_N84982 Turner R1b-P312>L21>DF13>L371+ [371-W1-A]

f_16717 Pugh R1b-P312>L21>DF13>L371+ [371-W1-A]
f_10060 Davis R1b-P312>L21>DF13>L371+ [371-W1-A]
f_143379 McKee R1b-P312>L21>DF13>L371+ [371-W1-A]

f_85661 Dicks R1b-P312>L21>DF13>L371+ [371-W1-B]
f_181160 Thomas R1b-P312>L21>DF13>L371+ [371-W1-B]

f_254530 Thomas zzL21suspect [371-W1-B]
f_36039 Gough R1b-P312>L21>DF13>L371+ [371-W1-A]

The vertical grey lines are separated 10 generations apart.



R-DF41
This is the modal haplotype for R-DF41.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF41.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

Age Analysis
Total number
of members
78

Total number
of markers
5226

Total number
of mutations
963

Mutation
fraction
18.43%

Age estimate
(in generations)
101±10

Age estimate
(in years)
2536±361

f_52030 Anglin R1b-P312>L21 [21-1123-Aran]
f_181797 Folan zzL21suspect [21-1123-Aran]

f_154617 Dugger zzL21suspect [41-1123]
f_53479 Selfe R1b-P312>L21>DF13>DF41 [41-1123]

f_59080 Stevens R1b-P312>L21>DF13>DF41 [41-1123]
f_163684 Webb R1b-P312>L21>DF13>DF41 [41-1123]

f_113031 McDonald R1b-P312>L21>DF13 [zzDF13unassigned]
f_249276 Allan R1b-P312>L21 [21-42611]

f_191275 McCoy zzL21suspect [21-42611]
f_174583 Donahoe R1b-P312>L21 [255-1830-IS]

f_132821 Ferguson R1b-P312>L21 [z4381310]
f_252650 Akers R1b-P312>L21>DF13>DF41 [41-1426C]

f_82890 Morrison R1b-P312>L21>DF13>DF41 [41-1426C]
f_32434 Morrison R1b-P312>L21>DF13>DF41 [41-1426C]

f_240201 Walker R1b-P312>L21>DF13>DF41** [41-1426C]
f_75460 Majors R1b-P312>L21 [41-1426C]

f_170555 McBurney R1b-P312>L21>DF13>DF41 [41-1426C]
f_156437 McBurney R1b-P312>L21>DF13>DF41 [41-1426C]

f_48157 Morrison R1b-P312>L21>DF13>DF41 [41-1426C]
f_N12980 Bratin R1b-P312>L21>DF13>DF41 [41-1426C]

f_211437 Bratton R1b-P312>L21>DF13>DF41 [41-1426C]
f_187514 Braughton R1b-P312>L21>DF13>DF41 [41-1426C]

f_5296 Braughton zzL21suspect [41-1426C]
f_4500 Wilson R1b-P312>L21>DF13>DF41 [41-1426C]

f_21647 McCleland R1b-P312>L21>DF13>DF41 [41-1426C]
f_210960 McClellan zzL21suspect [41-1426C]

f_25146 McClellan zzL21suspect [41-1426C]
f_93399 Edwards R1b-P312>L21 [41-1426C-A]

f_45814 McCown zzL21suspect [41-1426C-A]
f_213376 zzzUnknown zzL21suspect [41-1426C-A]

f_29705 McCown R1b-P312>L21>DF13>DF41** [41-1426C-A]
f_78799 Smith R1b-P312>L21>DF13>DF41 [41-1426C-A]

f_1503 McCown R1b-P312>L21>DF13>DF41 [41-1426C-A]
f_22849 McCown zzL21suspect [41-1426C-A]
f_22849 McCown zzL21suspect [41-1426C-A]

f_176148 Duffy R1b-P312>L21>DF13>DF41** [41-1013]
f_35550 Salmon R1b-P312>L21>DF13>DF41 [41-1013]
f_85107 Dugger R1b-P312>L21>DF13>DF41** [41-563-1411]

--- R-L563 ---
f_247419 Pyke R1b-P312>L21 [zzL21unassigned]

--- R-L744 ---
f_47694 MacMillan R1b-P312>L21>DF13>DF41** [41- uas]

f_44048 Lewis R1b-P312>L21 [z49211]
f_160798 Henderson R1b-P312>L21>DF13 [zzDF13unassigned]

f_85780 Wright  R1b-P312>L21 [49- uas]
f_64047 Lurz R1b-P312>L21>DF13 [z64111]

f_55783 McCreary R1b-P312>L21 [z9919]
f_178787 Burn R1b-P312>L21>DF13 [zzDF13unassigned]
f_197492 Burns R1b-P312>L21>DF13 [zzDF13unassigned]

The vertical grey lines are separated 10 generations apart.



R-L563
This is the modal haplotype for R-L563.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L563.  The color indicates the relative frequency of the alleles.
modal

Age Analysis
Total number
of members
1

Total number
of markers
67

Total number
of mutations
0

Mutation
fraction
0.00%

Age estimate
(in generations)
0±0

Age estimate
(in years)
0±0

f_35212 McCrere R1b-P312>L21>DF13>DF41>L563+ [41-563-1411]

The vertical grey lines are separated 10 generations apart.



R-L744
This is the modal haplotype for R-L744.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L744.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

Age Analysis
Total number
of members
30

Total number
of markers
2010

Total number
of mutations
106

Mutation
fraction
5.27%

Age estimate
(in generations)
27±3

Age estimate
(in years)
677±97

f_75703 Webb R1b-P312>L21>DF13>DF41>L744* [41-744- uas]
f_52840 Stewart zzL21suspect [41-744-Stu]

f_198199 Stewart zzL21suspect [41-744-Stu]
f_23583 Stewart zzL21suspect [41-744-Stu]

f_239315 Thompson R1b-P312>L21>DF13>DF41>L744 [41-744-Stu]
f_150786 Stewart zzL21suspect [41-744-Stu]

--- R-L745 ---

The vertical grey lines are separated 10 generations apart.



R-L745
This is the modal haplotype for R-L745.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L745.  The color indicates the relative frequency of the alleles.

modal
+1
+2

-1
-2

Age Analysis
Total number
of members
24

Total number
of markers
1608

Total number
of mutations
75

Mutation
fraction
4.66%

Age estimate
(in generations)
24±2

Age estimate
(in years)
597±86

f_129498 Campbell zzL21suspect [41-744-Stu]
f_221200 Stewart R1b-P312>L21>DF13>DF41>L746 [41-744-Stu]
f_214547 Campbell zzL21suspect [41-744-Stu]

f_16895 Clancey R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_5987 zzzUnk(Stewart) R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_147822 Stuart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

f_143035 Stewart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_168412 Stewart zzL21suspect [41-744-Stu]
f_40333 Stewart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

f_52758 Mitchell R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_E16071 Stuart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

f_E16164 Stuart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_E15052 Stuart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

f_148478 Thomas R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_183344 Stuart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

f_15341 Stewart R1b-P312>L21 [41-744-Stu]
f_115205 Stewart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

f_235915 zzzUnk(Stewart) R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_187778 zzzUnk(Stewart) zzL21suspect [41-744-Stu]

f_57979 Stewart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_146145 Stewart zzL21suspect [41-744-Stu]

f_128499 Stewart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]
f_35963 Pearce R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

f_5603 Stewart R1b-P312>L21>DF13>DF41>L744>L745+ [41-744-Stu]

The vertical grey lines are separated 10 generations apart.



R-L1335
This is the modal haplotype for R-L1335.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1335.  The color indicates the relative frequency of the alleles.
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Age Analysis
Total number
of members
163

Total number
of markers
10921

Total number
of mutations
1305

Mutation
fraction
11.95%

Age estimate
(in generations)
64±6

Age estimate
(in years)
1588±225

f_226121 Alexander R1b-P312>L21 [1335-Sc]
f_126890 Alexander zzL21suspect [1335-Sc]

f_12852 Alexander R1b-P312>L21>DF13 [1335-Sc]
f_36198 Alexander/MacDonald R1b-P312>L21>DF13>L1335 [1335-Sc]

--- R-L1065 ---
f_198646 Cain R1b-P312>L21>DF13 [1335-Sc]

f_167308 Rose  R1b-P312>L21>DF13 [zzDF13unassigned]
f_365 Cook R1b-P312>L21>DF13 [X13- uas]

f_228773 Price R1b-P312>L21>DF13>L1335 [1335-W2]
f_19706 Price R1b-P312>L21>DF13>L1335** [1335-W2]

f_14006 Priest R1b-P312>L21>DF13>L1335 [1335-W2]
f_246983 Priest R1b-P312>L21>DF13>L1335** [1335-W2]

f_139697 Godwin R1b-P312>L21>DF13>Z251+ [251-912]
f_9452 Price R1b-P312>L21>DF13 [251-912]

f_141660 Lewis R1b-P312>L21 [z1014-B]

The vertical grey lines are separated 10 generations apart.



R-L1065
This is the modal haplotype for R-L1065.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-L1065.  The color indicates the relative frequency of the alleles.
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Age Analysis
Total number
of members
149

Total number
of markers
9983

Total number
of mutations
1085

Mutation
fraction
10.87%

Age estimate
(in generations)
57±6

Age estimate
(in years)
1437±204

f_205560 Allen zzL21suspect [1335-Sc]
f_94027 Rogers zzL21suspect [1335-Sc]

f_169588 McKay R1b-P312>L21>DF13>L1335 [1335-Sc]
f_94892 Ross R1b-P312>L21>DF13 [1335-Sc]

f_21482 Rock R1b-P312>L21 [1335-Sc]
f_230483 Lindsey R1b-P312>L21>DF13>L1335>L1065 [1335-Sc]

f_14517 Mitchell R1b-P312>L21 [1335-Sc]
f_147012 Young R1b-P312>L21>DF13>L1335>L1065* [1335-Sc-2413]

f_70691 Sutherland zzL21suspect [1335-Sc-2415]
f_N36830 Moore R1b-P312>L21>DF13>L1335>L1065* [1335-Sc]

f_12816 McDonald  R1b-P312>L21>DF13>L1335 [1335-Sc-2415]
f_200760 Kinnison zzL21suspect [1335-Sc-2424]

f_14130 Johnston zzL21suspect [1335-Sc-2424]
f_36081 Rannekleiv(Oestland) R1b-P312>L21>DF13>L1335 [1335-Sc-2424]

f_78759 Scott zzL21suspect [1335-Sc-2424]
f_243535 zzzUnk(Scott) zzL21suspect [1335-Sc-2424]
f_N63882 Patterson R1b-P312>L21>DF13>L1335>L1065* [1335-Sc]

f_65511 Patterson R1b-P312>L21>DF13>L1335 [1335-Sc-2415]
f_208355 Bissett zzL21suspect [1335-Sc-2437]
f_167382 MacDonald R1b-P312>L21>DF13>L1335 [1335-Sc-2437]

f_95886 McCoy R1b-P312>L21>DF13>L1335>L1065* [1335-Sc-2437]
f_100137 McCoy R1b-P312>L21>DF13 [1335-Sc-2437]
f_160609 MacDonald zzL21suspect [1335-Sc-2437]

f_124496 Ferguson zzL21suspect [1335-Sc-2437]
f_251216 Davidson zzL21suspect [1335-Sc]

f_223767 Kelly R1b-P312>L21>DF13 [1335-Sc]
f_77876 McCaw R1b-P312>L21 [1335-Sc]

f_65222 McCormick R1b-P312>L21 [1335-Sc]
f_N2261 McKee R1b-P312>L21 [1335-Sc]

f_234239 Miller zzL21suspect [1335-Sc]
f_250470 Miller zzL21suspect [1335-Sc-2410]

f_16798 McGregor zzL21suspect [1335-Sc]
f_191228 McGregor zzL21suspect [1335-Sc-2410]

f_2909 McGregor zzL21suspect [1335-Sc-2410]
f_227519 Boyd zzL21suspect [1335-Sc-2410]

f_133637 Dubh zzL21suspect [1335-Sc-2410]
f_190435 Stewart R1b-P312>L21>DF13>L1335 [1335-Sc-2410]
f_256584 McGregor zzL21suspect [1335-Sc-2410]

f_108707 McGregor R1b-P312>L21 [1335-Sc-2410]
f_131269 McGregor zzL21suspect [1335-Sc-2410]

f_2124 Gregor R1b-P312>L21>DF13>L1335 [1335-Sc-2410]
f_4401 Campbell R1b-P312>L21 [1335-Sc]

f_39864 Campbell R1b-P312>L21 [1335-Sc-2415]
f_86724 Campbell zzL21suspect [1335-Sc-2415]

f_171672 Thompson zzL21suspect [1335-Sc-2415]
f_251292 Campbell zzL21suspect [1335-Sc-2415]

f_147386 Campbell zzL21suspect [1335-Sc-2415]
f_107327 Iles R1b-P312>L21>DF13>L1335>L1065* [1335-Sc-2415]

f_31136 Campbell zzL21suspect [1335-Sc-2415]
f_131060 Babson R1b-P312>L21 [1335-Sc-2415]
f_72320 Campbell zzL21suspect [1335-Sc-2415]

f_24159 Campbell zzL21suspect [1335-Sc-2415]
f_16751 Campbell zzL21suspect [1335-Sc-2415]

f_48136 Campbell zzL21suspect [1335-Sc-2415]
f_37831 Campbell zzL21suspect [1335-Sc-2415]

f_194252 Campbell zzL21suspect [1335-Sc-2415]

The vertical grey lines are separated 10 generations apart.



f_13533 Campbell zzL21suspect [1335-Sc-2415]
f_252037 Campbell zzL21suspect [1335-Sc-2415]

f_10348 Lee R1b-P312>L21>DF13 [1335-Sc]
f_221193 McDaniel R1b-P312>L21>DF13>L1335 [1335-Sc-2424]

f_214395 Corner zzL21suspect [1335-Sc]
f_49809 Stewart zzL21suspect [1335-Sc-2424]

f_58194 McPherson R1b-P312>L21>DF13>L1335 [1335-Sc]
f_164812 McCoy zzL21suspect [1335-Sc]

f_N5647 Neilson R1b-P312>L21>DF13>L1335>L1065 [1335-Sc-2437]
f_153130 Moore R1b-P312>L21>DF13 [1335-Sc]

f_234613 Wilson R1b-P312>L21 [1335-Sc]
f_85335 McCurdy R1b-P312>L21>DF13>L1335 [1335-Sc-2217]

f_36308 Turner R1b-P312>L21 [1335-Sc-2415]
f_N44383 Tate R1b-P312>L21>DF13>L1335>L1065* [1335-Sc]

f_85325 Tate zzL21suspect [1335-Sc]
f_211123 Tate zzL21suspect [1335-Sc]

f_112391 Hamilton R1b-P312>L21>DF13>L1335 [1335-Sc]
f_238132 Kiler R1b-P312>L21>DF13>L1335>L1065 [1335-Sc-2424]

f_6750 Norton R1b-P312>L21 [1335-Sc]
f_10429 Young R1b-P312>L21 [1335-Sc-2424]

f_241056 MacRae R1b-P312>L21>DF13>L1335>L1065 [1335-Sc-2424]
f_159309 McKenzie zzL21suspect [1335-Sc-2424]

f_138427 McRae R1b-P312>L21>DF13>L1335 [1335-Sc-2424]
f_164010 MacRae zzL21suspect [1335-Sc-2424]

f_163317 McRae zzL21suspect [1335-Sc-2424]
f_203147 MacRae zzL21suspect [1335-Sc-2424]

f_143812 MacRae R1b-P312>L21>DF13>L1335>L1065* [1335-Sc-2424]
f_184350 MacRae zzL21suspect [1335-Sc-2424]

f_71454 Barron R1b-P312>L21 [1335-Sc]
f_18169 Barron zzL21suspect [1335-Sc]

f_43129 Barron zzL21suspect [1335-Sc]
f_247536 Drake zzL21suspect [1335-Sc]

f_N51005 MacPherson R1b-P312>L21 [1335-Sc]
f_159792 McPherson R1b-P312>L21>DF13>L1335>L1065 [1335-Sc]

f_117764 McKinnon R1b-P312>L21 [1335-Sc]
f_165340 Bennett R1b-P312>L21>DF13>L1335>L1065* [1335-Sc-2217]

f_175706 zzzName R1b-P312>L21>DF13>L1335>L1065 [1335-Sc-2217]
f_125778 McAllister R1b-P312>L21>DF13>L1335>L1065 [1335-Sc-2217]
f_210897 Corristan R1b-P312>L21>DF13>L1335>L1065 [1335-Sc-2217]

f_95397 Curry zzL21suspect [1335-Sc-2217]
f_200237 Curry zzL21suspect [1335-Sc-2217]

f_133965 Biggerstaff R1b-P312>L21>DF13>L1335 [1335-Sc]
f_129258 MacFarlane R1b-P312>L21 [1335-Sc]

f_38635 Bourland R1b-P312>L21 [1335-Sc]
f_44163 Logan zzL21suspect [1335-Sc]

f_104576 McArtor zzL21suspect [1335-Sc]
f_64670 Hamilton R1b-P312>L21 [1335-Sc-2718]

f_45211 Buchanan R1b-P312>L21>DF13 [1335-Sc]
f_N104752 Buchanan R1b-P312>L21>DF13>L1335 [1335-Sc]

f_N16473 Colborne R1b-P312>L21>DF13>L1335 [1335-Sc]
f_228804 Johnson R1b-P312>L21 [1335-Sc]

f_227383 Johnson zzL21suspect [1335-Sc]
f_94322 Henry R1b-P312>L21 [1335-Sc]

f_104203 MacMillan R1b-P312>L21 [1335-Sc-2213]
f_48641 MacMillan R1b-P312>L21>DF13>L1335 [1335-Sc-2213]

f_161149 Thompson  R1b-P312>L21 [1335-Sc-2213]
f_198984 Thomson zzL21suspect [1335-Sc-2213]
f_206408 McMillan zzL21suspect [1335-Sc-2213]

f_14555 MackMillion R1b-P312>L21>DF13>L1335 [1335-Sc-2213]
f_N8583 Devitt R1b-P312>L21 [1335-Sc-2217]

f_206696 Robb R1b-P312>L21 [1335-Sc-2413]
f_189171 Taylor R1b-P312>L21 [1335-Sc-2437]
f_258447 Taylor R1b-P312>L21>DF13>L1335>L1065* [1335-Sc-2437]

f_N82248 Taylor R1b-P312>L21 [1335-Sc-2437]
f_66126 Taylor R1b-P312>L21>DF13>L1335 [1335-Sc-2437]

f_74757 McDowell R1b-P312>L21 [1335-Sc-2213]
f_28079 Miller R1b-P312>L21 [zzL21unassigned]

f_16273 Anderson R1b-P312>L21>DF13>L1335 [1335-Sc]
f_157192 Davidson R1b-P312>L21 [1335-Sc]

f_82992 Campbell R1b-P312>L21 [1335-Sc]
f_N104906 Murphy R1b-P312>L21>DF13>L1335>L1065 [1335-Sc]

f_87585 MacPherson R1b-P312>L21 [1335-Sc]
f_57711 McDonald R1b-P312>L21>DF13>L1335>L1065 [1335-Sc]

f_145810 McClaren zzL21suspect [1335-Sc]
f_49485 McVicar R1b-P312>L21 [1335-Sc-2424]

The vertical grey lines are separated 10 generations apart.



f_236416 McLaurin zzL21suspect [1335-Sc]
f_41308 McLaren zzL21suspect [1335-Sc]

f_177519 McLaren zzL21suspect [1335-Sc]
f_N63751 McLaurin zzL21suspect [1335-Sc]

f_211160 McLaren zzL21suspect [1335-Sc]
f_230667 McLaren zzL21suspect [1335-Sc]

f_149320 Watson zzL21suspect [1335-Sc]
f_167070 Gunn R1b-P312>L21>DF13>L1335 [1335-Sc-2424]

f_120820 MacFarland R1b-P312>L21>DF13>L1335>L1065* [1335-Sc-2410]
f_130709 zzzUnk(MacFarlane) zzL21suspect [1335-Sc-2410]

f_162109 zzzUnk(McFarlane) zzL21suspect [1335-Sc-2410]
f_N5620 Backstrom(Jämtland) R1b-P312>L21>DF13>L1335>L1065* [1335-Sc]
f_84796 Hosie R1b-P312>L21>DF13>L1335 [1335-Sc]
f_N9692 Mulanax R1b-P312>L21 [1335-Sc]

f_239032 McCoy R1b-P312>L21>DF13>L1335 [1335-Sc-743]
f_227382 Templeton R1b-P312>L21>DF13>L1335>L1065>L743+ [1335-Sc-743]

f_63127 Templeton R1b-P312>L21>DF13>L1335>L1065>L743+ [1335-Sc-743]
f_166440 Templeton R1b-P312>L21>DF13>L1335>L1065>L743+ [1335-Sc-743]

The vertical grey lines are separated 10 generations apart.



R-DF63
This is the modal haplotype for R-DF63.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-DF63.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3
-4

Age Analysis
Total number
of members
64

Total number
of markers
4288

Total number
of mutations
752

Mutation
fraction
17.54%

Age estimate
(in generations)
96±10

Age estimate
(in years)
2402±342

f_N35864 Evans R1b-P312>L21 [253-1716-P]
f_208171 Allan R1b-P312>L21>DF63* [X1363-219-A]

--- R-CTS6919 ---
f_12311 Broom R1b-P312>L21 [X1363-219-A]

f_N11946 Broom R1b-P312>L21>DF63 [X1363-219-A]
f_12380 Broome zzL21suspect [X1363-219-A]

f_34193 Broom zzL21suspect [X1363-219-A]
f_240012 De Brome R1b-P312>L21>DF63 [X1363-219-A]

f_232541 Roma R1b-P312>L21>DF63* [X1363-219-A]
f_238019 Bertrand R1b-P312>L21 [X1363-21]
f_236449 Bertrand R1b-P312>L21 [X1363-21]
f_243119 Bertrand R1b-P312>L21>DF63* [X1363-21]
f_234677 Bertrand R1b-P312>L21>DF63* [X1363-21]

f_229499 Bertrand R1b-P312>L21>DF63 [X1363-21]
f_118639 Reed R1b-P312>L21 [z2217-B]

The vertical grey lines are separated 10 generations apart.



R-CTS6919
This is the modal haplotype for R-CTS6919.  The coloration is with respect to the modal haplotype of the full tree.
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This is the marker distribution for R-CTS6919.  The color indicates the relative frequency of the alleles.

modal
+1
+2
+3
+4

-1
-2
-3

Age Analysis
Total number
of members
50

Total number
of markers
3350

Total number
of mutations
431

Mutation
fraction
12.87%

Age estimate
(in generations)
69±7

Age estimate
(in years)
1719±245

f_218600 Davis zzL21suspect [253-2534-2185-1066-B]
f_144357 Williams R1b-P312>L21 [z101609]

f_224420 Lowden R1b-P312>L21>DF63 [X1363- uas]
f_237196 Lowden R1b-P312>L21>DF63 [X1363- uas]

f_191950 Lowden R1b-P312>L21>DF63* [X1363- uas]
f_105425 Parry zzL21suspect [z101721]

f_51598 Franklin R1b-P312>L21>DF63 [X1363-6919-1011]
f_B2414 Franklin R1b-P312>L21>DF63 [X1363-6919-1011]

f_49976 Franklin R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1011]
f_54798 Franklin R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1011]

f_203874 Howell zzL21suspect [z1017]
f_153639 Lewis R1b-P312>L21 [z1017]

f_127090 LeBlanc R1b-P312>L21>DF63 [X1363- uas]
f_N66966 Gery R1b-P312>L21>DF63>CTS6919+ [X1363-6919- uas]

f_N51736 Black R1b-P312>L21>DF63 [X1363-6919-1415]
f_113383 Black zzL21suspect [X1363-6919-1415]

f_206124 Black R1b-P312>L21>DF63 [X1363-6919-1415]
f_242907 Black zzL21suspect [X1363-6919-1415]
f_236265 zzzUnk(McFarlane) zzL21suspect [X1363-6919-1415]

f_202607 MacFarlane R1b-P312>L21>DF63 [X1363-6919-1415]
f_204474 McAlister R1b-P312>L21>DF63 [X1363-6919-1415]

f_98697 McAllister R1b-P312>L21>DF63 [X1363-6919-1415]
f_218190 Irvine R1b-P312>L21>DF63 [X1363-6919-1415]

f_77891 McFarland zzL21suspect [X1363-6919-1415]
f_58476 MacFarlane R1b-P312>L21>DF63 [X1363-6919-1415]
f_245311 MacFarlane zzL21suspect [X1363-6919-1415]
f_188353 McFarland R1b-P312>L21>DF63 [X1363-6919-1415]

f_253055 McFarland R1b-P312>L21>DF63 [X1363-6919-1415]
f_61519 McFarlane zzL21suspect [X1363-6919-1415]
f_230321 McFarlane R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]

f_247319 MacFarlin zzL21suspect [X1363-6919-1415]
f_101775 McFarland zzL21suspect [X1363-6919-1415]

f_123258 McFarlane zzL21suspect [X1363-6919-1415]
f_N76446 McFarlin R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]

f_143673 McFarlane zzL21suspect [X1363-6919-1415]
f_194544 McFarlane zzL21suspect [X1363-6919-1415]

f_50803 McFarlane zzL21suspect [X1363-6919-1415]
f_156473 McFarland R1b-P312>L21>DF63 [X1363-6919-1415]
f_N16301 McFarland R1b-P312>L21>DF63 [X1363-6919-1415]

f_203471 zzzUnk(McFarlane) R1b-P312>L21>DF63 [X1363-6919-1415]
f_48766 McFarland zzL21suspect [X1363-6919-1415]

f_39652 McFarland zzL21suspect [X1363-6919-1415]
f_250082 zzzUnk(McFarlane) zzL21suspect [X1363-6919-1415]
f_130889 McFarlane zzL21suspect [X1363-6919-1415]

f_195504 Lennox R1b-P312>L21>DF63 [X1363-6919-1415]
f_158745 McFarlane zzL21suspect [X1363-6919-1415]

f_113242 McFarlane zzL21suspect [X1363-6919-1415]
f_154169 McFarlane zzL21suspect [X1363-6919-1415]

f_172350 McFarlane  R1b-P312>L21>DF63>CTS6919+ [X1363-6919-1415]
f_61105 McFarland zzL21suspect [X1363-6919-1415]

The vertical grey lines are separated 10 generations apart.



Cluster Modals
Full Tree (R-L21) Age: 3422±484 years
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R-DF13 Age: 3422±484 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 30 15 15 17 17 11 11 19 23 16 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-DF49 Age: 1987±281 years
13 25 14 11 11 13 12 12 12 13 14 29 17 9 10 11 11 25 15 18 30 15 16 16 17 11 11 19 23 17 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 16 8 12 25 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-DF23 Age: 1809±256 years
13 25 14 11 11 13 12 12 12 13 14 29 17 9 10 11 11 25 15 18 30 15 16 16 17 11 11 19 23 17 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 16 8 12 25 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-Z2961 Age: 1699±241 years
13 25 14 11 11 13 12 12 12 13 14 29 17 9 10 11 11 25 15 18 30 15 16 16 17 11 11 19 23 17 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 16 8 12 25 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-M222 Age: 1448±205 years
13 25 14 11 11 13 12 12 12 13 14 29 17 9 10 11 11 25 15 18 30 15 16 16 17 11 11 19 23 17 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 16 8 12 25 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 22 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-L513 Age: 2940±417 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 38 39 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 14 8 12 22 20 13 13 11 13 11 11 12 12 35 15 9 16 12 26 26 19 12 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 14 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-P66 Age: 188±30 years
13 25 14 11 11 14 12 12 12 13 13 29 15 9 10 11 11 25 16 18 29 15 16 17 18 11 11 19 23 18 15 17 17 35 38 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 14 8 12 24 20 13 13 11 13 11 12 12 12 34 15 9 16 12 24 26 19 13 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 9 20 15 19 13 24 16 12 15 24 12 23 18 10 13 17 9 13 11

R-L193 Age: 1216±173 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 16 18 17 38 39 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 14 8 12 22 20 13 13 11 13 12 12 12 12 35 15 9 16 12 26 26 19 12 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 19 15 18 14 24 15 12 15 24 12 23 18 10 14 16 9 12 11

R-L706 Age: 1019±148 years
13 24 15 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 18 23 16 15 18 18 37 38 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 15 8 13 22 20 13 13 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 12 13 12 11 9 12 12 10 11 11 30 12 13 23 13 10 10 20 15 17 13 25 15 12 15 24 12 23 18 10 14 16 9 12 11

R-L705 Age: 952±139 years
13 24 15 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 18 23 16 15 18 18 37 38 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 15 8 13 22 20 13 13 11 13 11 11 12 12 34 15 9 16 12 26 26 19 12 12 13 12 11 9 12 12 10 11 11 30 12 13 23 13 10 10 20 15 17 13 25 15 12 15 24 12 23 18 10 14 16 9 12 11

R-L555 Age: 401±58 years
13 24 14 11 11 15 12 12 12 13 13 29 17 9 10 11 11 25 15 20 30 15 16 17 17 11 10 19 24 15 15 18 16 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 16 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 25 26 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 21 13 24 16 12 14 24 12 26 18 10 14 17 9 12 11

R-L96 Age: 1070±179 years
13 24 14 10 11 14 12 12 12 13 13 29 17 9 10 11 11 24 15 19 29 15 15 17 17 11 11 18 23 16 15 19 19 36 38 12 12 11 9 15 16 8 11 10 8 10 10 12 23 23 17 10 12 12 15 8 12 23 21 13 12 11 13 11 11 12 12 36 15 9 16 12 26 26 19 12 11 11 12 11 9 12 12 10 11 11 29 12 13 24 13 10 10 20 15 19 15 24 17 12 15 24 12 24 18 10 14 17 9 12 11

R-Z255 Age: 1438±204 years
13 24 14 11 11 14 12 12 12 14 13 30 17 9 10 11 11 25 15 18 30 15 15 17 17 11 11 19 23 16 15 18 18 39 40 11 12 11 9 15 16 8 10 10 8 10 10 12 23 23 17 10 12 12 15 8 12 22 20 14 12 11 13 11 11 12 12 36 15 9 16 12 25 26 19 12 11 13 12 12 9 13 12 10 11 11 30 12 13 23 13 10 11 20 15 19 13 24 17 13 15 24 12 23 18 10 14 17 9 12 11

R-Z253 Age: 3023±429 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 15 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L554 Age: 0±0 years
13 25 14 11 11 14 12 12 11 14 13 30 17 9 10 11 11 24 14 19 30 15 16 16 17 10 11 19 23 15 15 18 17 34 40 13 12 11 9 15 16 8 11 10 8 10 10 12 23 23 16 10 12 12 16 8 12 22 20 13 12 11 14 11 11 12 12 35 15 9 16 12 25 26 20 12 11 12 12 12 9 12 12 10 11 11 30 12 13 24 14 10 10 21 15 20 13 24 17 12 15 25 12 23 18 10 14 17 9 12 11

R-Z2534 Age: 2983±424 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L226 Age: 1212±173 years
13 24 14 11 11 14 12 12 11 13 13 29 17 8 9 11 11 25 15 19 29 13 13 15 17 11 11 19 23 15 15 18 17 36 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 15 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 24 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 25 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 18 9 12 11

R-L643 Age: 835±133 years
13 25 14 10 11 14 12 12 12 13 13 30 17 9 10 11 11 25 15 18 29 15 15 17 17 11 11 19 23 16 14 17 15 35 37 11 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 16 8 13 21 20 13 12 11 13 10 11 12 12 36 15 9 16 12 27 26 19 12 11 12 12 10 9 12 12 10 11 11 31 12 14 24 13 10 10 21 15 19 15 24 17 13 15 24 12 23 18 10 14 17 9 13 11

R-Z2185 Age: 3282±467 years
13 24 14 10 11 15 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L1066 Age: 3048±434 years
13 24 14 10 11 15 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 10 10 19 23 15 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 19 12 11 13 12 10 9 12 12 10 11 11 30 12 13 24 13 10 10 21 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-DF21 Age: 2830±401 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 28 15 15 17 17 11 11 19 23 16 15 18 18 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 22 23 16 10 12 12 16 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 26 26 19 12 11 14 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 24 17 12 15 24 12 23 18 10 14 17 9 12 11

R-P314 Age: 1701±248 years
13 23 14 11 11 14 12 13 13 13 13 28 17 9 10 11 11 26 15 18 29 15 15 16 17 10 11 19 23 16 15 18 18 37 37 12 12 11 9 16 16 8 10 10 8 11 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 25 26 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 15 12 15 25 12 23 18 10 14 17 9 12 11

R-L362 Age: 1009±154 years
13 23 14 11 11 14 12 13 13 13 13 28 17 9 10 11 11 25 15 19 29 15 15 16 17 11 11 19 23 16 15 18 18 37 38 12 12 11 9 16 16 8 10 10 8 11 10 12 23 23 17 10 12 12 16 8 12 22 20 13 13 11 13 11 11 12 12 36 15 9 16 12 25 26 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 15 13 15 25 12 23 18 10 14 17 9 12 11

R-Z246 Age: 2700±384 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 19 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-DF25 Age: 2662±379 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-DF5 Age: 2685±383 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 16 15 18 17 37 38 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 25 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-L627 Age: 889±135 years
13 24 15 10 11 15 12 12 12 14 13 30 17 9 10 11 11 25 15 19 29 15 16 16 16 10 11 19 23 17 15 18 17 36 37 12 12 12 9 16 16 8 10 10 8 10 10 12 23 23 16 10 12 12 15 8 12 22 20 13 12 11 13 11 11 12 12 35 15 9 16 13 25 26 20 12 11 11 12 11 9 11 12 10 11 11 30 12 13 24 13 10 10 19 15 18 13 24 16 12 15 24 12 23 18 9 14 17 9 12 11

R-L658 Age: 251±40 years
14 24 14 10 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 28 15 15 17 17 11 11 19 23 14 15 18 19 37 37 11 13 11 9 15 16 8 10 10 8 9 10 12 23 23 16 10 12 12 17 9 12 22 21 13 12 11 13 11 11 12 12 34 14 9 16 12 26 26 20 12 11 11 12 11 9 12 12 10 11 11 30 12 13 23 13 10 10 20 15 18 13 24 16 13 15 24 12 23 18 9 14 17 9 12 11

R-L720 Age: 1172±187 years
13 24 14 10 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 31 14 15 16 18 11 11 19 23 17 15 17 16 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 10 12 12 15 8 13 22 20 13 12 11 13 11 11 12 12 35 15 9 16 12 24 26 19 12 11 14 12 12 9 13 12 10 11 12 30 12 12 24 13 10 10 19 15 18 12 24 17 12 15 24 12 23 18 10 14 17 9 13 11

R-S190 Age: 1148±164 years
13 24 14 10 11 14 12 12 12 13 13 29 18 9 10 11 11 25 15 19 30 13 15 17 17 11 10 19 23 16 15 18 18 38 38 12 12 11 9 15 16 9 10 10 8 10 10 12 22 23 16 10 12 12 15 8 11 22 20 14 12 11 13 11 11 12 12 31 15 9 15 12 25 26 20 13 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 19 13 23 17 12 15 24 12 23 18 10 14 17 9 12 11

R-L371 Age: 951±139 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 17 30 15 15 17 17 11 11 19 23 14 15 17 17 36 36 12 12 11 9 16 16 8 10 10 8 10 10 12 22 23 16 10 12 12 16 10 12 23 20 13 13 11 13 11 11 12 12 36 15 9 16 12 25 22 19 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 19 15 19 13 25 17 12 16 24 12 23 18 10 14 17 9 12 11

R-DF41 Age: 2536±361 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 15 15 17 17 11 11 19 23 15 15 17 17 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 23 23 16 10 12 12 14 8 12 22 20 13 12 11 13 11 11 12 12 36 15 9 16 12 25 26 19 12 11 13 12 11 9 12 12 10 11 11 30 12 14 24 13 10 10 20 15 18 13 24 16 12 15 24 12 23 18 10 14 17 9 12 11

R-L563 Age: 0±0 years
13 24 14 11 12 14 12 12 12 14 13 30 17 9 10 11 11 25 14 19 29 15 16 16 17 11 10 19 24 15 15 17 17 36 37 12 12 11 9 15 16 8 10 10 8 10 10 12 21 23 16 11 12 12 14 8 12 21 20 12 12 11 14 11 11 12 12 36 15 9 16 14 25 26 19 12 11 15 12 11 9 13 12 10 11 11 30 12 13 24 12 10 10 19 15 19 13 24 14 11 16 25 12 23 18 10 14 17 9 12 11



Cluster Modals (continued...)
R-L744 Age: 677±97 years
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R-L745 Age: 597±86 years
13 24 14 11 11 14 12 12 12 13 13 29 17 9 10 11 11 25 15 19 29 14 15 17 17 11 10 19 23 15 15 17 17 36 37 12 12 11 9 15 16 8 10 10 8 11 10 12 23 23 16 10 12 12 15 8 12 22 21 14 12 11 13 11 11 12 11 36 15 9 16 13 25 26 19 12 11 12 12 11 9 13 12 10 11 11 30 12 14 24 13 10 10 21 15 18 13 24 16 12 15 25 12 23 18 10 14 17 9 12 11

R-L1335 Age: 1588±225 years
13 24 14 10 11 14 12 12 12 13 13 30 18 9 10 11 11 25 15 19 30 15 15 17 17 11 12 19 24 15 15 18 17 37 38 12 12 12 9 15 16 8 10 10 8 10 10 12 22 23 16 10 12 12 15 8 11 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 26 26 21 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 17 12 16 24 12 24 18 10 14 17 9 11 11

R-L1065 Age: 1437±204 years
13 24 14 10 11 14 12 12 12 13 13 30 18 9 10 11 11 25 15 19 30 15 15 17 17 11 12 19 24 15 15 18 17 37 38 12 12 12 9 15 16 8 10 10 8 10 10 12 22 23 16 10 12 12 15 8 11 22 20 13 12 11 13 11 11 12 12 34 15 9 16 12 26 26 21 12 11 13 12 11 9 13 12 10 11 11 30 12 13 24 13 10 10 20 15 18 13 24 17 12 16 24 12 24 18 10 14 17 9 11 11

R-DF63 Age: 2402±342 years
13 25 14 11 11 14 12 12 12 14 13 30 17 9 10 11 11 25 14 19 29 15 15 17 17 11 11 19 23 15 15 19 17 37 39 12 12 11 9 16 16 8 10 10 8 10 10 12 23 23 16 10 12 12 18 8 12 22 20 15 12 11 13 11 11 12 12 36 13 9 16 12 25 26 19 12 11 13 12 11 9 12 12 10 10 11 30 12 13 24 13 10 10 20 15 18 13 24 17 13 15 24 12 23 18 10 14 17 9 11 11

R-CTS6919 Age: 1719±245 years
13 25 14 11 11 14 12 12 12 14 13 30 17 9 10 11 11 25 14 19 29 15 15 17 17 11 11 18 23 15 15 19 17 37 39 12 12 11 9 16 16 8 10 10 8 10 10 12 23 23 16 10 12 12 18 8 12 22 20 15 12 11 13 11 11 12 12 36 13 9 16 12 25 26 19 12 11 13 12 11 9 12 12 10 10 11 30 12 13 24 13 10 10 20 15 18 13 24 17 13 15 24 12 23 18 10 14 17 9 11 11



Notes

The Tree

The tree was generated using a custom neighbor-joining algorithm which takes into account constraints imposed by SNP results.  The STR data 
came from Mike Walsh’s Excel spreadsheet on 2013-04-28, while the SNP data came primarily from the L21+, Scottish, and Irish FTDNA projects 
on 2013-04-28.  Only members with 111 FTDNA markers, and who were either tested for suspected L21+ were used.

Those men whose entries are colored green have tested positive for the SNP corresponding to the branch on which they’re located.  Those men 
whose names are blue are positioned only by virtue of their STR results.

Modal Values

For the calculation of the modal haplotypes, in the event of a tie for a particular marker, with two or more different allele values having the same count of haplotypes,
the allele closest to the R-L21 modal haplotype was chosen.  The was done so that the modal haplotype would more closely resemble what might be the ancestral
haplotype for the cluster.

Allele Distribution Diagram

The allele distribution plot attempts to display relative frequency information of the various allele values for each marker.  For each possible allele value
of each marker, a different coloured box is used to represent the fraction of haplotypes, with that particular allele value.  A red box indicates that more
than 50% of the haplotypes have that particular value, an orange box indicates more than 33% have that particular value, yellow for more than 25%, and
blue indicates that the fraction is simply greater than 0.

If the fraction for an allele is within 5% of what it is for the modal value, I have indicated that allele with a small circle.  The idea here, is that if
the other allele value is so close, then if you were to use different sample data, you could potentially end up with a different modal value.

- greater than 0% of haplotypes
- greater than 25% of haplotypes
- greater than 33% of haplotypes
- greater than 50% of haplotypes

Consider the following example of DYS 464c for the whole of R-L21.  We look at what fraction of the people in this cluster have a particular allele value.
The modal value is clearly 17, but 16 is not far behind.  As 16 is within 5% of the modal value, I have indicated that close relationship with a small circle.

Allele Count Fraction Colour
19 0 0.00%
18 14 0.94%
17 694 46.80%
16 626 42.21%
15 145 9.78%
14 2 0.13%
13 2 0.13%
12 0 0.00%

modal


